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MKQIIGYLRQSTIWKQQSLAAQKQWIEA AR(KHWIQMIWFYSDKQSGRYNDIRNGYMQ T LIQQGQCD LCCYRLNRLHRNLKNAL
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQ TQLIQQGQCDILCCYRLNRLHRNLKNAL
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQ TQLIQQGQCDILCCYRLNRLHRNLKNAL
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KL KLCQSYHVHILSVHDGYFDMDISAFDRLKLNIFISLAELESDNIGEQV NG IMEKAKQG ITTHAPFGYBIYHNGTFII pRAS
KLIKLCQTYHVHILSVHDGYFDMDQAFDRLKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGY YHNGTFIINQNE
KLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGY YHNGAFIINQNE
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PTVKAVFNYY WGMGYKKIAQMLEMD J{ INRISPYQVRNII NPNYCGRVMNQYGQ NMFP IVST IYE AQUMIR QKIF KIJ
SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQHEKQ
SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQ KQ
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893S NQLKQKIKCPYYC TLTNMTIRKKBHTLRYYVCPNNMNASRFVC FKGINAQERLEpSIVLEWICDF QNQ[Y Y KIRpyyI{]N
TSSDNQLKQKIKCPCCNRATLTNMTIRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVC DFYQNQRIYTKIKGAIDK
TSSDNQLKQKIKCPCCN TLTNMT RKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVC DFYQNQRIYTKIKGAIDK

R L DT L
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RIKRQRNIEKHHELTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK
RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK
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