logo

NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 225467 B7473 RS08905 WP 101766634.1
NTDB id 42 MW RS04740 WP 000959293.1
consensus

logo

NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 225467 B7473 RS08905 WP 101766634.1
NTDB id 42 MW RS04740 WP 000959293.1
consensus

logo

NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 225467 B7473 RS08905 WP 101766634.1
NTDB id 42 MW RS04740 WP 000959293.1
consensus

logo

NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 225467 B7473 RS08905 WP 101766634.1
NTDB id 42 MW RS04740 WP 000959293.1
consensus

logo

NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 225467 B7473 RS08905 WP 101766634.1
NTDB id 42 MW RS04740 WP 000959293.1
consensus

LR ATALATAE AR A A AR G 14

MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGE®KYV|
MLVALNEEMERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKYV|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKV

UL DI ELS TGN LA WS LLDTY s, L

EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFISIQF INPIMTRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPFTRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPFTRKL

LR G AR L DAOMAEATA I ROLE T 1

HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIMELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ

NEGCY Y DL LA HLCRAFRURE VLT ERLIIL

LTDQEVVYNYGYIFPEQIYIJ@NHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAITEKLINNYLNICSDR|
LTDQEVVHNYGYIFPEQIYIKNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSD
LTDQEVVHNYGYIFPEQIYIKNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIV LESKTAIIEKLINNYLNICSDR|
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X non conserved
B similar
> 50% conserved
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