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MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERR IAQTI EDRFGIPLVELHRVE IPPKVK
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 225350 B5D77 RS20530 WP 008196489.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG 160
NTDB id 225350 B5D77 RS20530 WP 008196489.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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EGQKDLKLGELLLQKGWI SREALEEALVEQEKTGDLLGR I LVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL
NTDB id 1028 TT RS08215 WP 011173991.1 EGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL 240
NTDB id 225350 B5D77 RS20530 WP 008196489.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 LRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL 320
NTDB id 225350 B5D77 RS20530 WP 008196489.1 ................................................MTFSAKKTRAVA.................... 12
NTDB id 1410 SGL RS13950 WP 010873519.1 ..............................................MTSSSSSKKSRAVA.................... 14
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NTDB id 1028 TT RS08215 WP 011173991.1 KEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQ..SGKLRPEALAQA.......VATQLGYP 391
NTDB id 225350 B5D77 RS20530 WP 008196489.1 ........LRNYFSPFGNKLVQSGYIGADQMQQALVETRKSGRSLVEILQQLTGRPLPPDLQRQYKKNQLFELKILYGVE 84
NTDB id 1410 SGL RS13950 WP 010873519.1 ........LRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGVD 86
consensus ******!*!**!! ! * **** *!!* ***!**! * ! ***** ! !****!*************!**
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NTDB id 1028 TT RS08215 WP 011173991.1 YVDPEEDPPDP.....GAPLLLPEDLCRRYGVFPHRLEG...NRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVAT 463
NTDB id 225350 B5D77 RS20530 WP 008196489.1 SIDPELTDVDEMEIARLIDSLIPIDLCRRYRLIPLRKIEGEPAAILIAMVDPDNLEASDDINRILRPRDLGLQ..RLVIT 162
NTDB id 1410 SGL RS13950 WP 010873519.1 SVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR..RLVVT 164
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NTDB id 1028 TT RS08215 WP 011173991.1 EAAITKLIERFYGKAELSEIAKEFAKK......................QAEEEVPSPLE...LDESAAQKFVKQVIREA 518
NTDB id 225350 B5D77 RS20530 WP 008196489.1 GEDYERLLEKFHRAQSELDQEKARLQKEKELEKLSDLTDIVGNIEVASSAANDEAADDLGEGEANQAPVINLVNKILAKA 242
NTDB id 1410 SGL RS13950 WP 010873519.1 QDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAKA 244
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NTDB id 1028 TT RS08215 WP 011173991.1 FLQDASDIHIEPRQNDVQVRLRIDGALR.PYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRLST 597
NTDB id 225350 B5D77 RS20530 WP 008196489.1 LQEGSSDIHIEPQEEFLKIRFRKDGVLHQAFDPLPKKITPAVTARFKIMADLDIAERRLPQDGKIRRIYQGRKVDFRVNT 322
NTDB id 1410 SGL RS13950 WP 010873519.1 LQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNT 324
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NTDB id 1028 TT RS08215 WP 011173991.1 LPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIED 677
NTDB id 225350 B5D77 RS20530 WP 008196489.1 LPSRYGEKVCLRILDNSATQLGLDKLITDQKTLQIVRDMASRPFGLLLVTGPTGSGKSTTLYSVLAERNYPGVNINTAED 402
NTDB id 1410 SGL RS13950 WP 010873519.1 LPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAED 404
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NTDB id 1028 TT RS08215 WP 011173991.1 PVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEM 757
NTDB id 225350 B5D77 RS20530 WP 008196489.1 PIEYSLPGITQVQVIREKGMDFASILRAFLRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEM 482
NTDB id 1410 SGL RS13950 WP 010873519.1 PIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEM 484
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NTDB id 1028 TT RS08215 WP 011173991.1 GVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLY...............KGMGCERCGGT 822
NTDB id 225350 B5D77 RS20530 WP 008196489.1 GVEPFMISGSLLGVLAQRLVRRVCTECRVAYHPGQGELARFGLAAANEREVTFYKANTLTLEEIQQARKQGNLCPKCSGS 562
NTDB id 1410 SGL RS13950 WP 010873519.1 GVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSGS 564
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NTDB id 1028 TT RS08215 WP 011173991.1 GYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIARRKGMKTLREDGLYKALQGITTLEEVLARTIE............. 889
NTDB id 225350 B5D77 RS20530 WP 008196489.1 GYKGRVGVYEVMQNSERLQQLINQGATTDRIKEAAVDEGMVTLLAYSLNLVREGYTTLEEVERVTFTDSGLESELKAKRK 642
NTDB id 1410 SGL RS13950 WP 010873519.1 GYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRK 644
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logo SAGL ITCRGTCARAELQPQEWLDCPYCMTPSRFSD
NTDB id 1028 TT RS08215 WP 011173991.1 ............................. 889
NTDB id 225350 B5D77 RS20530 WP 008196489.1 SGLICRGCRAELQPEWLDCPYCMTPRFSD 671
NTDB id 1410 SGL RS13950 WP 010873519.1 SALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus *** ** * **** ********** ***
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