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NTDB id 225338 B5D77 RS04230 WP 106908340.1 VDYARRGLDQIRQLGFEVEGGDFTIAATESIAYSEAAFDPGQGFKHSRSGKSQGADPDWQ......NKGMDWNSSLFNEE 154
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NTDB id 225338 B5D77 RS04230 WP 106908340.1 ...............E........LNDEDLDSFSPLGLTDRMQGLGESELFTRLGEEAL.SVGFVPEPSGLLN.ASSGVG 353
NTDB id 1418 SGL RS04210 WP 010871656.1 ALAQAPTPTSGDYGAGNNLPSFDAFEEGVEDELSDFNLTDIAPELPDSSLFSQATNLDIGAVGRIDDTQGGDTVVHGGNA 330
consensus *************** ******** * ! !* !!! * !**! !!* ** !! **** ! * * ! *

logo

A
EPPSFGMNAPSTRWLKI

KPDNDGAKARDTGSDHLSASAHGTSDPFRLNDLKRPTVSVEVDNAPGFKLAGFWFTVNASLFGKRKQI
L
I
Y
L
MAAIALASGI

V
F
T
P
S
G
V
F
I
A
L
I
V
F
L
A
V
L
V
G
S
S
T
I
T
S
V
G
WLGSGTLTLP

NTDB id 225338 B5D77 RS04230 WP 106908340.1 EPSFNPSRLKIPNDKRDSHL.AHGSDRLLKPVVEVNPGKLAFFVNASLGKKQLILAALAGITPVILIFAVSTTSWLSTLL 432
NTDB id 1418 SGL RS04210 WP 010871656.1 APPGMATWL.KPDGAATGDLSSATSPFNDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGSIVGLGGTP 409
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NTDB id 225338 B5D77 RS04230 WP 106908340.1 AAKPAPNSWAKTE.........KVAPKPAPASLSPFSQPVLTMMLLTGLGTLAVTWLGLQLLISQIKRSLNDLQSQFDYL 503
NTDB id 1418 SGL RS04210 WP 010871656.1 KDVPAPSGETTTEAPAEGAPAEGQAPSQTPE.EEPGKPSLLNLAFLTAIATAIGVFLINRLLMQQIKSIIDDLQNQFESI 488
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NTDB id 225338 B5D77 RS04230 WP 106908340.1 SEGNVNTQATIYSEDEFGQLANRFNQMARVVVTTTTEAQRRAAETEREREDLQRQVIRLLDDVEGAARGDLTVEAEVSAD 583
NTDB id 1418 SGL RS04210 WP 010871656.1 YEGNFNVRAKVRSEDELGALTQRFNYISQVILTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTAD 568
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NTDB id 225338 B5D77 RS04230 WP 106908340.1 VLGAVADAFNLTIQNLREIVRQVKKAAKQVNQGSTNSESFARNQSSDALRMAEELAVTLNSVQMMTDSIQRVAENAREAE 663
NTDB id 1418 SGL RS04210 WP 010871656.1 ELGAVADAFNLTIQNLREIVLQVKNAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERVAENAREAE 648
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NTDB id 225338 B5D77 RS04230 WP 106908340.1 EVARTSSITALKGGDSVERTVAGILQIRDTVSETARKVKRLAEASQEISKIVAVVSQIASRTNLLALNASIQAARAGDAG 743
NTDB id 1418 SGL RS04210 WP 010871656.1 EVAHTSSLTALKGGEAVERTVGGILQIRETVSETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAARAGEAG 728
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NTDB id 225338 B5D77 RS04230 WP 106908340.1 RGFAVVADEVRQLADRAAKSLKEIEQIVLQIQSETGSVMMAMEEGIQQVIDVTERSEQAKKSLEDIIQVSNRIDTLVRSI 823
NTDB id 1418 SGL RS04210 WP 010871656.1 RGFAIVADEVRQLADRSAKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRINTLVRSI 808
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logo TADTVKQQRENSGLANVASNQVMQS IVELTAQETSQESQRVAGSLQKTLVS I SRDELLSTSVERFKRVDESERDDR
NTDB id 225338 B5D77 RS04230 WP 106908340.1 TADTVKQRENSLNVAQVMQSVELTAQETSQESQRVAGSLQKLVSISRELLSSVERFKVDSEDDR 887
NTDB id 1418 SGL RS04210 WP 010871656.1 TADTVKQQENSGAVSNVMQSIELTAQETSQESQRVAGSLQTLVSISRDLLTSVERFRVESR... 869
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