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NTDB id 372 SMU RS05280 WP 002262198.1 ..MNYKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIR...KT 75
NTDB id 374 SMU RS06885 WP 002262930.1 ......MKKILIVDDEKPISDIIKFNLAKEGYDTITAFD.GREALSKYEEENPDLIILDLMLPELDGLEVAKEVR...KN 70
NTDB id 413 AAK55817.1 141..845( ) ......MKKILIVDDEKPISDIIKFNMTKEGYEVVTAFN.GREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIR...KT 70
NTDB id 225337 B5D77 RS04220 WP 008202346.1 ......MSEILLVEDSQTQRELICGLLRNSGIKVTIATD.GVEALEYIQRGNPDLVILDIVMPRMNGYEVCRRLKSDAKT 73
NTDB id 1417 SGL RS04200 WP 014407071.1 ......MNAVLLVEDSSSQREMISGILKDHGWQVTIACD.GVEALEKLQNFSPDLVVLDIVMPRMNGYEVCRRIKSDPKT 73
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVD.GFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNY 79
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NTDB id 372 SMU RS05280 WP 002262198.1 STIPVLFLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDDTL..........ILPTCQVNFSQAL 145
NTDB id 374 SMU RS06885 WP 002262930.1 SHVPIIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFV 150
NTDB id 413 AAK55817.1 141..845( ) SSVPILMLSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDLEIVPDAYV 149
NTDB id 225337 B5D77 RS04220 WP 008202346.1 QNIPVVICSSKGEVFDRYWGMKIGADAYIVKPFEPIEFIYTIKQLLRR................................ 121
NTDB id 1417 SGL RS04200 WP 014407071.1 KNVPVIMCSSKGEEFDRFWGMRQGADAYIAKPFQPMELVGTIKQLLRN................................ 121
NTDB id 1047 H0N27 RS03110 WP 000389061.1 QNIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS................................ 127
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