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LGPSACCRQYCAHYPLPSDEDKTYLVCGI
QCVKREKKRPTS IFDNSTAI

Y
T
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NTDB id 224984 B6V88 RS03675 WP 102010556.1 MRQKITSITQLLRLPSVCVLCNQYHDQPFPVCHPCTRLFKKIGPACRYCAHPLPDEKYLVCGICVKEKPTIDNTITAYRF 80
NTDB id 1270 LPP RS11540 WP 015961431.1 MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF 80
NTDB id 1247 GCO85 RS11680 WP 015961431.1 ......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF 42
consensus * ** **** ******* ****** ** * *!**!**!*!!!*!!*!**!!!!!*!!***!**!****!!!!

logo EEPLRTSLLIHGQFKYHENAGFLYLGAGSFLAKKQL ILLENALAPNKRSPAI
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LLSAKRKQLQNIPCYEDPLNYLYCKQ
NTDB id 224984 B6V88 RS03675 WP 102010556.1 EEPLRTLLHGFKYHEAFYLGGFLAKLILEALANRPITTECLIPVPLHPKRLRQRGFNQAVELSRILSKKLQIPCEPNLCK 160
NTDB id 1270 LPP RS11540 WP 015961431.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ 160
NTDB id 1247 GCO85 RS11680 WP 015961431.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ 122
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VDLIWCCCARAFVTKN
NTDB id 224984 B6V88 RS03675 WP 102010556.1 RIVHTDPQVNLDRKQRKQNVRGAFQSKLTHYQHITLVDDLLTTGSTANELARVLKQQGATRIDLWCCARAF... 231
NTDB id 1270 LPP RS11540 WP 015961431.1 KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 234
NTDB id 1247 GCO85 RS11680 WP 015961431.1 KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196
consensus *!**!**!*!!!**!!**!*!*!!******!*!***!!!!!!!!!!!!!*!**!!**!**!*!**!!!!!****

X non conserved
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X ≥ 50% conserved


