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TRNS IMAVSRLAARSSNSARLTRASGFTLVELLVAIA I
NTDB id 224557 B7L44 RS11670 WP 016804843.1 MIKNKNFRIQSIASHLRAQSGVIPTDYSGHSSSSYAQTKLRFREPHTRNMVSRLAARSSNARLTRASGFTLVELLVAIAI 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ......................................MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAI 42
consensus ************************************** ** * *! ! * !!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo FAVLSLLGWKI FDYLLKVRDRNAEHEVHLFELQDAYQQI LRDSTLQI IPLSANQGGQLHPALE IDNQI LRFSKAGVTDPLK
NTDB id 224557 B7L44 RS11670 WP 016804843.1 FAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQILRDSLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLK 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 FAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLK 122
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGLSPFER I EYRYDADQKKLYRLKYTNLNTSNNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPSNELKKLPKG
NTDB id 224557 B7L44 RS11670 WP 016804843.1 QGLSPFERIEYRYDADQKKLYRLKYTNLNTSNNEQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKSNELKKLPKG 240
NTDB id 1076 ABD1 RS08075 WP 000594585.1 QGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKG 202
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo IK IQLTVAGVNSYEWIYSLNQGSDNLSLSPQEHGGNS
NTDB id 224557 B7L44 RS11670 WP 016804843.1 IKIQLTVAGVSYEWIYSLNQSNLSLSPHGGS 271
NTDB id 1076 ABD1 RS08075 WP 000594585.1 IKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus !!!!!!!!!! !!!!!!!!! !!!!**! !
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