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NTDB id 421 SGO RS10260 WP 012131060.1 .................................................MKFRKQHYRAQVDTRDCGVAALAMIFGYYGSYFSLA 36
NTDB id 511 SMSK321 RS10730 WP 000668322.1 .................................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 483 SM12261 RS00275 WP 000668315.1 .................................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 247 KZH43 RS00220 WP 000668290.1 .................................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLA 36
NTDB id 206 SPD RS00235 WP 000668290.1 .................................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLA 36
NTDB id 171 SPR RS00230 WP 000668290.1 .................................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLA 36
NTDB id 131 SP RS00255 WP 000668284.1 .................................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLA 36
NTDB id 22431 SMU RS08605 WP 002263352.1 MNIFSYLLLTVVSVLLVNLFLEFIKYFFKTTPAMNKENS..KKSSIFLWSRTRRFKFVPQVDNRDCGPAALASIAKHYGSYYSLV 83
NTDB id 358 SMU RS01425 WP 002263523.1 MKQ...VIYVVLIVIAVNILLEIIKRVTKRGGTVSSSNPLPDGQSKLFWR..RHYKLVPQIDTRDCGPAVLASVAKHYGSNYSIA 80
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NTDB id 421 SGO RS10260 WP 012131060.1 TLREKAKTTNDGTTALGLVKVAEGLNFETRAFKADMSLFDLEEVSYPFIAHILKDGKLLHYYVVTGQDKHTIHIADPDPQVKMTK 121
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKGSIHIADPDPGVKLTK 121
NTDB id 483 SM12261 RS00275 WP 000668315.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTK 121
NTDB id 247 KZH43 RS00220 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTK 121
NTDB id 206 SPD RS00235 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTK 121
NTDB id 171 SPR RS00230 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTK 121
NTDB id 131 SP RS00255 WP 000668284.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTK 121
NTDB id 22431 SMU RS08605 WP 002263352.1 HLRELTKTDRQGTTALGIIEAAKNIGFETYSLDADMSLFNYDDLIYPFIVHVVKNKRLQHYYVVYDDEGDSLIIGDPDPSVKVIR 168
NTDB id 358 SMU RS01425 WP 002263523.1 YLRELSKTNKQGTTALGIVEAAKKLGFETRSIKADMTLFDYNDLTYPFIVHVIKGKRLQHYYVVYGSQNNQLIIGDPDPSVKVTR 165
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NTDB id 421 SGO RS10260 WP 012131060.1 ISRERFEQEWTGITIFLAPSPAYKPSQEKKNGLLDFIPLLIKQKGLITNIVLATLLVTLINIVGSYYLQSIIDTYVPDHMKTTLG 206
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLG 206
NTDB id 483 SM12261 RS00275 WP 000668315.1 LPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTLINIVGSYYLQSIIDTYVPDQMRSTLG 206
NTDB id 247 KZH43 RS00220 WP 000668290.1 LPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLG 206
NTDB id 206 SPD RS00235 WP 000668290.1 LPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLG 206
NTDB id 171 SPR RS00230 WP 000668290.1 LPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLG 206
NTDB id 131 SP RS00255 WP 000668284.1 LPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLG 206
NTDB id 22431 SMU RS08605 WP 002263352.1 MSKERFQHEWTGVAIFFSPKDDYQPQKDKRRGLTSFIPSFLKQKSLLFYIIMASLIITLIEIIGAFYLQVMLDEYIPSQKISTLG 253
NTDB id 358 SMU RS01425 WP 002263523.1 MSKERFQSEWTGLAIFLAPQPNYKPHKGEKNGLSNFFPLIFKQKALMTYIIIASLIVTLIDIVGSYYLQGILDEYIPDQLISTLG 250
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NTDB id 421 SGO RS10260 WP 012131060.1 MISIGLIIVYILQQFLSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRFTDANRIIDALASTILSIFLDVS 291
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVS 291
NTDB id 483 SM12261 RS00275 WP 000668315.1 IISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVS 291
NTDB id 247 KZH43 RS00220 WP 000668290.1 IISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVS 291
NTDB id 206 SPD RS00235 WP 000668290.1 IISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVS 291
NTDB id 171 SPR RS00230 WP 000668290.1 IISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVS 291
NTDB id 131 SP RS00255 WP 000668284.1 IISIGLVIVYIFQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVS 291
NTDB id 22431 SMU RS08605 WP 002263352.1 FITLGLIITYVAQQIIAFAKEYLLIILGQRLVIDVILTYIKHIFILPMSFFSTRRTGEITSRFTDANQIIDAVASTIFSIFLDIS 338
NTDB id 358 SMU RS01425 WP 002263523.1 MITIGLIITYIIQQVMAFAKEYLLAVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITSRFTDANQIIDAVASTIFSIFLDMT 335
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NTDB id 421 SGO RS10260 WP 012131060.1 IVSIIAIVLFSQNSSLFFLTLLGIPVYALIIFLFMKPFEKMNHETMEANSLLSSSIIEDINGIETIKSLTSEKQRYQKIDKEFVT 376
NTDB id 511 SMSK321 RS10730 WP 000668322.1 TVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVD 376
NTDB id 483 SM12261 RS00275 WP 000668315.1 TVVIISLVLFSQNTNLFFITLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVD 376
NTDB id 247 KZH43 RS00220 WP 000668290.1 TVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVD 376
NTDB id 206 SPD RS00235 WP 000668290.1 TVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVD 376
NTDB id 171 SPR RS00230 WP 000668290.1 TVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVD 376
NTDB id 131 SP RS00255 WP 000668284.1 TVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVD 376
NTDB id 22431 SMU RS08605 WP 002263352.1 MVFIVGGVLLIQNVVLFFLALLCVPIYIIIVFAFMKMFGYLNYEVMESNAIMSSSVIEDINGIETIKSLTSEEVSYQRIDKEFVD 423
NTDB id 358 SMU RS01425 WP 002263523.1 MVILVGGVLLAQNNNLFFLTLLSIPIYAIIIFAFLKPFEKMNHEVMESNAVVSSSIIEDINGMETIKSLTSESARYQNIDSEFVD 420
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NTDB id 421 SGO RS10260 WP 012131060.1 YLKKSFAYGRSESLQKVLKAAARLILNVLILWLGATLVMDQKISLGQLITYNTLLVYFTNPLENIINLQTKLQSARVANERLNEV 461
NTDB id 511 SMSK321 RS10730 WP 000668322.1 YLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEV 461
NTDB id 483 SM12261 RS00275 WP 000668315.1 YLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEV 461
NTDB id 247 KZH43 RS00220 WP 000668290.1 YLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEV 461
NTDB id 206 SPD RS00235 WP 000668290.1 YLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEV 461
NTDB id 171 SPR RS00230 WP 000668290.1 YLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEV 461
NTDB id 131 SP RS00255 WP 000668284.1 YLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEV 461
NTDB id 22431 SMU RS08605 WP 002263352.1 FLEKSFRLHKYGAIQVSIKTAAKLILNIVILWYGARLVMTGKISVGQMIAFNVLLGYFSSPIENMINLQIKLQSARIANTRLNEV 508
NTDB id 358 SMU RS01425 WP 002263523.1 YLEKNFKLHKYSAIQTALKSGAKLILNVVILWYGSRLVMDNKISVGQLITFNALLSYFSNPIENIINLQSKLQSARVANTRLNEV 505
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NTDB id 421 SGO RS10260 WP 012131060.1 YLVKSEFEEKKLIKDLSHFQADIDFRGVSYKYGYGANVLSEIDLHIPAGSKTSFVGVSGSGKTTLAKMMVHFYAPNQGDICLGGV 546
NTDB id 511 SMSK321 RS10730 WP 000668322.1 YLVTSEFEEKKTVEDLSLMKGEMTFKQVYYKYGYGRDVLSDINLTIPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGV 546
NTDB id 483 SM12261 RS00275 WP 000668315.1 YLVASEFEEKKTVEDLSLMKGDMTFKQVSYKYGYGRDVLLDINLTIPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGV 546
NTDB id 247 KZH43 RS00220 WP 000668290.1 YLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGV 546
NTDB id 206 SPD RS00235 WP 000668290.1 YLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGV 546
NTDB id 171 SPR RS00230 WP 000668290.1 YLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGV 546
NTDB id 131 SP RS00255 WP 000668284.1 YLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGSV 546
NTDB id 22431 SMU RS08605 WP 002263352.1 YLVDSEFENNGELSEGSFLDGDISFEKLSYKYGYGRDTLSDINLTIKKGSKVSLVGASGSGKTTLAKMIVNFYEPIQGLIRLNGY 593
NTDB id 358 SMU RS01425 WP 002263523.1 YLVESEFEKDGDLSENSFLDGDISFENLSYKYGFGRDTLSDINLSIKKGSKVSLVGASGSGKTTLAKLIVNFYEPNKGIVRINGN 590
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NTDB id 421 SGO RS10260 WP 012131060.1 NLNQLDKQALRQYINYLPQQPYVFNGTILENLLLGAREGTTQEDILRAVELAEIRSDIERMPLNYQTELSADGAGISGGQRQRIA 631
NTDB id 511 SMSK321 RS10730 WP 000668322.1 NLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIA 631
NTDB id 483 SM12261 RS00275 WP 000668315.1 NLNQIDKKALRQYINYLPQQPYVFNGTILDNLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIA 631
NTDB id 247 KZH43 RS00220 WP 000668290.1 NLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIA 631
NTDB id 206 SPD RS00235 WP 000668290.1 NLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIA 631
NTDB id 171 SPR RS00230 WP 000668290.1 NLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIA 631
NTDB id 131 SP RS00255 WP 000668284.1 NLNQIDKKALRQYINYLSQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIA 631
NTDB id 22431 SMU RS08605 WP 002263352.1 DLKDIDKTVLRQHINYLPQQAYVFSGTIMDNLTLGAKEDTIQEDIIRACEIAEIHSDIEQMPLGYQTELS.DSTGVSGGQKQRIA 677
NTDB id 358 SMU RS01425 WP 002263523.1 DLKVIDKTALRRHISYLPQQAYVFSGSIMDNLVLGAKEGTSQEDIIRACEIAEIRSDIEQMPQGYQTELS.DGAGISGGQKQRIA 674
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NTDB id 421 SGO RS10260 WP 012131060.1 LARALLTDAPVLILDEATSSLDILTEKRIIDNLMVL.DKTIIFIAHRLTIAERSEQVVVLDQGRIVESGSHKELIEREGFYHHLV 715
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LARALLTDAPILILDEATSSLDILTEKRIVDNLMAL.DKTLIFIAHRLTIAERTEKVVVLNQGKIVEEGKHADLLAQGGFYAHLV 715
NTDB id 483 SM12261 RS00275 WP 000668315.1 LARALLTDAPVLILDEATSSLDILTEKRIVDNLMAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGNHADLLAQGGFYAHLV 715
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NTDB id 171 SPR RS00230 WP 000668290.1 LARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLV 715
NTDB id 131 SP RS00255 WP 000668284.1 LARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLV 715
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