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)R VWA (AL ORI A TN B

IAF IFly IV YHEFGHF FA SGILVREFAIGMGPKIFAHNGKDGTERIYYTIRILPLGGYVRMAGWGEDT EIKTGHPA
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

A AL D A O

LTLNKEGLYVESRTI LSDRQVDISTALPMNVTAYDLEDKLIAITGIAVLIBETKTY)JVDHDATIVEEDGTE RIAPMDVQYQIMASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

B s Dl

TNFAGPMNNFILG IJVFEY LMFVQGGVQD S Nis| VRS ANEYEAG L KARD[A I QIGK QY HEMNDINT NS A K SUNS N LKIMK
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

""""""""""""" BAE DN e

e RSO T

PJUKA . GEAWST IWVHPISKY GIY\ GVEIPE] KTGIEEDKING FIgWM W GAIRYILNELKGLIIN IYSLNKLGGPVAN QIRSNEYA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

GO DLl LGRS L AT

JA9GINY L LM MLSINLGIFNL PIPALDGGKI MNIJIENIR KPLIYQEQE YITLAGVIH MVEALMIAVTWNDIMRAFF 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420

X non conserved
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