
logo

MTQEDFI FITALYLFGMHSEDLTVLIFDSYQFQVYNAYLSTPPAWFLAYF IPVPSIVFALSVAFTAI
V
L
L
V
F
A
S
G
A
L
L
T
C
I

I
VGSFLNVVIHYRFVLTPRVKI

MMKELQRGDEWTRQARVQFEACKNAQAQEMHYLSFLQPNLPEPEYGHKLQATIPETDIPIVDPKQVGIDKLSKAIDD
H
E
Y

NTDB id 1111 NGFG RS09220 WP 003689814.1 ........MSDLSVLSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPLTD...............DE 57
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYF...IQNLTALY.IAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPIID............... 61
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYF...IQNLTALY.IAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPIID............... 61
NTDB id 22392 SO RS02000 WP 011070774.1 MTEFFTLLGHTFDQAPWLFISLSFVFAATIGSFLNVVIHRFPVMMKREWQQECNQYLQEYHADIVKQVGIDKLSKAIDHY 80
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ........MEVFQYYPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKIEPP............... 57
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ........MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGITPP............... 57
consensus ** * * ** *!!!!!!!!*! !**!* *! ** **

logo

E
K
P
S
H

G
P
R
E
R
T
K
F
Y
L
N
TLMNVSLVKPDGARSACTSCQPHQAKCGHKRQVQTAQP IKRAIPVWI

R
W
Y

H
D
QNLIP I

M
L
V

V
L
I
G
S
Y
WLAMLVLRGQKCHSAGANSHCKSQTHAKP INSAIRYP I

A
L I EL ILTAGMF

V
L
M
L
C
F
V
S
A
G
L
F
L
T
V
L
I
V
V
A
F
T
M
W

Q
V
H
Y
F
P
G
W
F
P
G
T
S
V
Y
I
W

I
F
Q
A
F
M
T

L
V
G
A
F
A
L
G
A
V
L
F
I
V

F
L
S
T

NTDB id 1111 NGFG RS09220 WP 003689814.1 SRTFNLMKPDSCCPKCRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILT 137
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 HEKLTLSKPASSCPACHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLT 141
NTDB id 1061 ABD1 RS18470 WP 001152280.1 HERLTLNKPASSCPACQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLT 141
NTDB id 22392 SO RS02000 WP 011070774.1 PPKYNLVVPGSACPKCKTAIKPWHNLPMLGWLMLRGKCAACSAPISARYPIIELITGLLVATLAWHFGPSWQFVFAAILT 160
NTDB id 1403 DSB67 RS12675 WP 010643256.1 KETLTLSVPRSSCQQCGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFT 137
NTDB id 1170 A1552VC RS11080 WP 000418747.1 EGKLTLSLPRSTCPHCQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFS 137
consensus ***! ! !*!* ! *!* * !*!****!*!!!*!* !* *!* !!!*!!!*!** * *** ** * * *****

logo

A
Y
F
W

F
VL I SAALTGF IDALFDETLMQYLLPDSRQFLMTLPL IMALAWGTLGI

L
I
L
A
G

F
L
I
A
N
T
L
A
D
L
N
F

H
N
G
F
I
G
T
I
S

F
P
Y

T
V
P
SLPASNQDSSAMVI LWIGYAAVLMI

AGFYSLCSLWLISLIVCFYAYWVLYFKVL ILTGKTEGMGNYGDFKL ILA
NTDB id 1111 NGFG RS09220 WP 003689814.1 AFLISLTFIDADTQYLPDSMTLPLIWLGLIFNLDG.GFVPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIA 216
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 WVLIALTFIDFDTQLLPDRFTLPLAALGLGINTFN.IYTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLA 220
NTDB id 1061 ABD1 RS18470 WP 001152280.1 WVLIALTFIDFDTQLLPDRFTLPLAALGLGINTFN.IYTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLA 220
NTDB id 22392 SO RS02000 WP 011070774.1 FVLIALTGIDLDEMLLPDQMTLPLLWLGLLINLNH.TFTSPADAMIGAAAGYLSLWSIFWLFKLLTGKEGMGYGDFKLLA 239
NTDB id 1403 DSB67 RS12675 WP 010643256.1 FVLIAATFIDLDTMLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLA 217
NTDB id 1170 A1552VC RS11080 WP 000418747.1 YVLIAATFIDFDTLLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLA 217
consensus **!!**!*!! !* *!!! *!!!!***!***** * * * ***!***!** !! *****!**!!!*!!!*!!!!!*!

logo

V
A
F
LGAWMLGI

P
W
S
L
Q
A
Q
S
MLPMVLLVI IVFLVLSSVL ILVGLVAFVIAVFIAGLITVIMQL IRLKRVAQTLKQRRKNKNQDQGKLIADEGNKMNRQHAP I

FAPFGPAYI
L
T
A
A
V
I
S
AGWFIV I

S
AF
L
T
I
L
A
W
N
G
H
Q
D
K
P
S
Q
V
I
WRAI

L
M
V

D
K
N

I
W
W
YFLSGTHSGTI

L
P
W

L
V
R
G
Q
V
PL

NTDB id 1111 NGFG RS09220 WP 003689814.1 ALGAWLGISALPVLIFVSSLIGLVAAIVMRVA....KGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 ALGAWMGPLMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 ALGAWMGPLMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 22392 SO RS02000 WP 011070774.1 VFGAWLGWQMLPLVILLSSLVGAFVGITLIVTKRNQLANPIPFGPYIAAAGWIALIWGQPI...VDWYLSTL..... 308
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ALGAWLGWQSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ALGAWLGWQQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
consensus **!!!*! !!*****!!**! * ****** * !!!*****!!** **** * * ****

X non conserved

X similar

X ≥ 50% conserved


