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NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
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NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
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NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
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NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
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NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYYNE.SQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRH 65
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
NTDB id 223556 SJ2017 RS02085 WP 080914719.1 ......MAA...TSLNLGLSTVFVRKKLLDEQLMSDAILQSRKKRKTLVSTIIAMKALSAREIAEMCYEEYGSPLLDLSE 71
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDV 74
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGV 74
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NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 223556 SJ2017 RS02085 WP 080914719.1 FDVANIPEDILNKKLIATHNCLPLFKRGNRLYIATSDPTNIAALEDFQFSLG.....LHAEAIIVEDDKLNTILEKVLED 146
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAE 149
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVE 149
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NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLN.......KELAE.......RNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRI 538
NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIA.......KEFAK.......KQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRI 541
NTDB id 1110 NGFG RS09235 WP 003689817.1 STSLLQELGEGQEE..............EESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRV 206
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQGKEISQDELANLVKV..SD...DELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRC 216
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGLKEINQEELASLVDV..GA...DEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRC 216
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGLKEINQDELAGLVDI..GE...DEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRC 216
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KES....QGLSEYVEDSGDLEGLEISADDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQ 225
NTDB id 223556 SJ2017 RS02085 WP 080914719.1 DIS.....GLGLDGMDEEALAGIEVTD...TSQEEEPAESSDDAPIVIYINKILTDAIRKGASDLHFEPYEKRYRIRFRI 218
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ESS......FDFNDEEFDLDVNLDGPT...AQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRV 220
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETH......FNFDTEELDLDVEVDPHT...TDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRV 220
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NTDB id 1306 DR RS10060 WP 027479822.1 DGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF..KKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPE 616
NTDB id 1028 TT RS08215 WP 011173991.1 DGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRY..REGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPE 619
NTDB id 1110 NGFG RS09235 WP 003689817.1 DGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLN 286
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLD 295
NTDB id 1293 VP RS12240 WP 005479695.1 DGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLD 295
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALD 295
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLG 304
NTDB id 223556 SJ2017 RS02085 WP 080914719.1 DGILHEVSEPPVNLSSRISARLKVMSKLDIAERRVPQDGRIKMKLSR.TKSIDFRVSTLPTIWGEKIVMRILDSSSAQLG 297
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLG 299
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLG 299
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NTDB id 1306 DR RS10060 WP 027479822.1 LEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTF 696
NTDB id 1028 TT RS08215 WP 011173991.1 IEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTF 699
NTDB id 1110 NGFG RS09235 WP 003689817.1 IDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTF 366
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGF 375
NTDB id 1293 VP RS12240 WP 005479695.1 IDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGF 375
NTDB id 1401 DSB67 RS12665 WP 010643259.1 INKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGF 375
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTF 384
NTDB id 223556 SJ2017 RS02085 WP 080914719.1 IEKLGYEDDQRLLYEEMLAKPQGMILVTGPTGSGKTVSLYTGLNILNTEERNISTAEDPVEINLEGVNQVHINLKAGLTF 377
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTF 379
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTF 379
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NTDB id 1306 DR RS10060 WP 027479822.1 ARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRR 776
NTDB id 1028 TT RS08215 WP 011173991.1 ARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRR 779
NTDB id 1110 NGFG RS09235 WP 003689817.1 AAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRR 446
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARR 455
NTDB id 1293 VP RS12240 WP 005479695.1 AEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARK 455
NTDB id 1401 DSB67 RS12665 WP 010643259.1 AEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARK 455
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARK 464
NTDB id 223556 SJ2017 RS02085 WP 080914719.1 ASALRSFLRQDPDVVMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLTRLINMGVPGYNIASSVNLIIAQRLARR 457
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARR 459
NTDB id 1018 ACIAD RS01685 WP 004920473.1 AAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARR 459
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