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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRR.QAEVAGQYLRKGSKVY 77
NTDB id 223547 B6K69 RS03200 WP 108642756.1 .MAGSVNKVILIGNLGRDPEVRSFQNGGKVVNLRIATSETWRDRATGERKERTEWHSVAIFSEPLGKIAEQYLKKGSTVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGK.LAEVAGEYLRKGSQVY 79
consensus **!!!!**!*!!*!!**!****!**! ****!!!!*!*!* *!***!*!!!! ****** ****!**!!*!!* !!
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEG...........YGQSQEAYQRPAQQSRQPA 140
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEG...........YGQSQEAYQRPAQQSRQPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDF.GGNQGSGWNQAPAQT..NYNQGGYSDNYAQNNNFN 150
NTDB id 223547 B6K69 RS03200 WP 108642756.1 IEGSLETRKWQDQSGADRYSTEVVLRPFSGNLTLLGGRGDGGGA.SGG...GDDRGYDDYGGGAGGGGYGGGQGGGGGSR 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQ...GGMNVPA......QQGSWGQPQQPAKQHQ 149
consensus *!!****!!*!** ! *!******* * *!**! ***** ** * * * **** * ** **
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NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GGNATR....PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 223547 B6K69 RS03200 WP 108642756.1 GGSYGG......GQAGGGAGGGGGRSDMDDEIPF 183
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQQSA......PQQYSQPQYNEPPMDFDDDIPF 177
consensus * * * * ********!!*!!!
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