logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064 .1
1390 A4U84 RS00055 WP 021115958.1
1471 ASU2 RS04565 WP 014991634.1
22353 SDY RS22300 WP 000168299.1

1447 BW25113 RS21080 WP 000168305.
1166 A1552VC RS00795 WP 000168289.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064.1
1390 A4U84 RS00055 WP 021115958.1
1471 ASU2 RS04565 WP 014991634.1
22353 SDY RS22300 WP 000168299.1

1447 BW25113 RS21080 WP 000168305.
1166 A1552VC RS00795 WP 000168289.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064 .1
1390 A4U84 RS00055 WP 021115958.1
1471 ASU2 RS04565 WP 014991634.1
22353 SDY RS22300 WP 000168299.1

1447 BW25113 RS21080 WP 000168305.
1166 A1552VC RS00795 WP 000168289.

consensus

=

psSVNV L ) R M TSEs il s v Al Bk sl

AN NKVIL GRLGRDPEVRYMPNG AVENISVATSE WD |[MMG RYYERTEWHR I YRKLAE AGQYL KG{e3#vY
B NKVIL GRLGRDPEVRYMPNG AV(ENIISVATSE WD |WHG RYYERITEWHR I YRKLAE AGQYL KG{eavyY
BRWIGVNKVI VGNLG DP REMPNG AVAJy SVATSESWNDKWUTGER EWYTEWHRIV]§ R WAEVAGQYLRKGSJUVY
NG NKVI VGNLG DPE RJgMPNG AVANISVATSESWEDKINTGER ETEWHRIV|JYR [NAEVAGQYLRKGSQVY
ATSESWBRIDKIATGEH| EWNTEWHR V [®@KLAEVAN YLRKGSQVY
ATSESWBIDKEN\TGEY ENTEWHR V [@KLAEVAR] YLRKGSQVY

ATSE WRIDKENTGE[N EMTEWHR jy Y{KLAEVAG YLRKGSQVY
Plsk sk DL bl Pk sk bk b DD Doskoskoseoskeskesksk D sk Doksk D s 1 Dok |1 %

MASRGVNKVILVGNLG DPEVRYMPNGAVANI
WERBIGVNKVILVGNLG DPEVRYMPNGEAVANI
WESBIGVNKVIL GNLG DPEVRYMPHIGEAVANTI

P RN N Y N

E L RKYQDQB QRX EV iy QﬁB Q thRAEMSDAAAQ NIGG Q%%EéwgﬁgﬁgévQ:NYNQ NZSBNX%Q
R
e e

DQBIGQDRYTTE VVN.VGGTMQMLGGR .GGG PBIGGNIGGGQL[nefeanfe .
DQSIGQDRYTTE VUAEAYGEM¥MOMLGGR HGGG |y [HOimyelelendz() GG WG

EG[L TRKWpN
EGL TRKWpN

Ploskokoskosk | Dskkokk Dokok Dkokkkokok *

A-DA sHﬁQ AAAéA jKAéSﬁgA vBQ DDD

ko 1 Pk okokokokok ok

|

S%Q

.d/\r\J

PASDAPSHP APRRQ WZALYAPLY 174
PAPDAPSHP AAPRRQ VPEA ARV 174
PAQKPAAQAEPPM 180

TASRP ....... 178
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QH PMQ ...... 177

X non conserved
B similar
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