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NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
NTDB id 22352 OB RS17710 WP 011067876.1 ..MLNRVVLVGRLTRDPDLRYTPNGVAVANFNIAVNRPFSNQ.QGNR..EADFINCVIWRRPAENLANYMKKGSMVGVDGRIQTR 80
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1103 NMB RS07590 WP 002212976.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSR 83
NTDB id 1131 NGFG RS05740 WP 003695064.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSR 83
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEGKLKTR 85
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NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSN....GS.......QQSGFTSP..QQTGNAPAANNTQAD 152
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.................................................... 113
NTDB id 22352 OB RS17710 WP 011067876.1 NFEGQDGKTVYVTEVVADSVQFLETKGSQGGQDSSGG...YQQNRNQ.....NQY....QNQ..........NQYASNQNQDQED 143
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGG..GSGSGG...YNEGNSG....GGQYFGGGQNDNPFGGN..QNNQRRNQGNSFNDD 154
NTDB id 1103 NMB RS07590 WP 002212976.1 KYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYEE.GYGQS.......QEAYQRPAQQSRQPASDAPSHPQEAPA...APRR 156
NTDB id 1131 NGFG RS05740 WP 003695064.1 KYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYDE.GYGQS.......QEAYQRPAQQSRQPAPDAPSHPQEAPA...APRR 156
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGS.GWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA....TRPQ...PAQK 162
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NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 .................. 113
NTDB id 22352 OB RS17710 WP 011067876.1 PFKNNGEPIDISDDDLPF 161
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 QPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 PAAQAEPPMDNFDDDIPF 180
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