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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 223451 B5D82 RS06905 WP 094122772.1 MFMAGVNKVIILGNLGKDPEVRFMPNGGGVANLTIATSESWKDKQTGEQKEKTEWHRVVMFGKLAEIAGEYLKKGSKVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYE.EG........................YGQ... 124
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYD.EG........................YGQ... 124
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQ..........TNYNQGGYSDNYA 144
NTDB id 223451 B5D82 RS06905 WP 094122772.1 EGSLQTRKWQNQQGQDQYTTEIVVQGFNGTMQMLDSRGGSGAGAGAG..GFNQQAPQQSGGFQQQAAAPQQSGGYNQQAA 158
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NTDB id 1103 NMB RS07590 WP 002212976.1 SQEAYQRPAQQ..........SRQPASDAPSHPQEAPAA.............PRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SQEAYQRPAQQ..........SRQPAPDAPSHPQEAPAA.............PRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QNNNFN......................GGNATRPQPA...............QKPAAQAEPPMDNFDDDIPF 180
NTDB id 223451 B5D82 RS06905 WP 094122772.1 PQQAYNKPAQQSGGFQQPAQQQSAPQQSGGFQQQSAPQQQSGGFQQQQGGFQQNAPKVNPQEPTIDFDDDIPF 231
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .................PAKQHQ.P......MQQSAPQQ...............YSQPQYNEPPMDFDDDIPF 177
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