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NTDB id 22335 OB RS09640 WP 011066271.1 MLTELSIQDFAIIDDISITFNDGLTVLTGETGAGKSIIIDAIQLLAGGRGSVDYVRHGTKKATIEGLFFISNNNHPIYHTGNEFG 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLE.SGHPVLGVCAEQG 84
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NTDB id 22335 OB RS09640 WP 011066271.1 IEIQDEQVVLQRIITSSGKSICRVNGKLVTLAILREFGKTLIDIHSQHETQSLMDVDHHIDFLDMYDYKAIEETKSEYRKIYDAL 170
NTDB id 352 BSU 24240 NP 390304.2 IDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRY 169
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NTDB id 22335 OB RS09640 WP 011066271.1 ETVKRKYRKLNDNEQEMAQRLDLLQFQQQELEQAQLQPEEDIEIDEEIHQLANYEKLHRALNDAYYALYGEQRGLDFVKQAQLAL 255
NTDB id 352 BSU 24240 NP 390304.2 VKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQL 254
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NTDB id 22335 OB RS09640 WP 011066271.1 ETNQDVDPFITEKNEEIANHFYALEELAYSLRNHLDGLQYNPERLNELEQRKDELNKLKRKYGTTVEEMLSYLAKIDEEIEQITN 340
NTDB id 352 BSU 24240 NP 390304.2 EDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIEN 339
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NTDB id 22335 OB RS09640 WP 011066271.1 RDTHVNALVAEIEELEKDAMLEAEQLHHLRALAAENLVNEIHQELKDLYLENASFAIDFED.............ATPPKLTKNGY 412
NTDB id 352 BSU 24240 NP 390304.2 RDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGI 424
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NTDB id 22335 OB RS09640 WP 011066271.1 DKVRFLISTNVGEPLKDLSKVASGGELSRFMLALKKIFSKHQGITSVIFDEVDTGVSGRVAQAIAEKMHQVSTDSQVLCITHLPQ 497
NTDB id 352 BSU 24240 NP 390304.2 DLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQ 509
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NTDB id 22335 OB RS09640 WP 011066271.1 VAAMADTHKFIRKNEKSNRTYTSVQELNEEEQIDELSRMITGTKLTDTAKSHAREMLELASNFKVKN 564
NTDB id 352 BSU 24240 NP 390304.2 VAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG 576
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