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MA
MELNQTATDDEFLANLQAAAQRAAGIHRFLLERCYAVGPESGHANAEVLATNPCYTVELRLFAQALQNGHSF IVRWLDSEGDGEADEAELASAGLAPTVVGQTSAASPL IVLEQGKRKR

NTDB id 223318 A6J88 RS25610 WP 080614276.1 MAENTADDLNLAAAQAAGHLLERCVPEHAAVLTPYVLRLFAALQNGHSFVWLDEGEAEELAGLAPTVGQSASPLVLQGKK 80
NTDB id 1134 OK783 RS03985 WP 010358120.1 .MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGTSAAPLILEGRR 79
consensus * ! !* !!! !! * !!!* * * !! ** !!! !!!!!!!!* ! !!* ! *!!! !! !! !!*! !**

logo LFLGRMWQLEHYDLATAE IKRLAAEAEGTVESAPPVDAWAMGSARSQNLASGKWFAQDGAKGSAEGQRDAAAGLALLQAFFML
VITGGPGTGKTTTVAKLL

NTDB id 223318 A6J88 RS25610 WP 080614276.1 LFLGRMWQLEHDLTAEIKRLAEAEVEPVDWMSASQNLSGWFADKGSAGQRDAAGLALLQAFMLITGGPGTGKTTTVAKLL 160
NTDB id 1134 OK783 RS03985 WP 010358120.1 LFLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLL 159
consensus !!!!!!!!!!*!! !!!!!!! ! **! ! !!! !! !! !!!!!!*!!!!! !!*!!!!!!!!!!!!!!!!!

logo

A
GL ICGTENNSAETNRLPHR IALAAPTGKAAAHMARALHRAS IVDNGFDEAIPDEAVRNRHLLSAKLEGQTVHRLLKLRSPPKQML
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NTDB id 223318 A6J88 RS25610 WP 080614276.1 GLICTNSATRLPRIALAAPTGKAAAHMARALHRAVDGFEIPDAVRNHLSALEGQTVHRLLKLRPPQMLPAFDGNRPLPLD 240
NTDB id 1134 OK783 RS03985 WP 010358120.1 ALICGEN.ENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFD 238
consensus *!!! * !!*!!!!!!!!!!!!!!!!!!!! * !!* !*!!! !! !!!!!!!!!!!! !! ! *!!!* !!!! !

logo VL IVVDEASMLDTVASLLMLHQLLKRAI
V
K
P
S
TGACRVI FLLGDEFNQLPSVGI

VGAVLASAVLSQRKRTVLDGKETAHEQQRLASGI FYLPEHGFPSVESAENPPAV
NTDB id 223318 A6J88 RS25610 WP 080614276.1 VLVVDEASMLDVSLLLHLLRAIPSGCRVIFLGDEFQLPSVGVGAVLAALSRRTVLDKETAEQLSIYLPEHGFPVEENPPA 320
NTDB id 1134 OK783 RS03985 WP 010358120.1 VLIVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPV 318
consensus !!*!!!!!!!! !*!*!!*!***!*!!! !!!! !!!!!!*!!!! !! *!!!! !!* ! *!!!!!!*! !!!

logo LASQNTVAHQLKSFVSHRFGADDNSGIGCLARAAVVSGDKESGEAGWAVLQFADLRFPDELEHIRSECGRSLPKNAQQRAVELRLYRAKHEKAKYWQAVDKDKGNDNI
V
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E
A
LAFY

NTDB id 223318 A6J88 RS25610 WP 080614276.1 LSQNVAQLKVSHRFGADSGIGCLARAVVSGKSGEGWVQFALFPDELEIREGRLKQQAELLYRKHEKYWQAVDKNDVALAF 400
NTDB id 1134 OK783 RS03985 WP 010358120.1 LAQNTAHLSFSHRFGDNSGIGCLARAAVSGDEG.AWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAY 397
consensus ! !! !*! !!!!! !!!!!!!!! !!! !**! ! !!!!!!* !* * ! !!! ! !!!!! * !*
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VVVLAAWRQDAEADFNEAEYCRSYLVQRRKHMNRAIGPAEDHLTAPW
YFAGEQI

P IMIARQRNDYATLELVFNGDIGL IMEPDAVEGRSAQGNGSLAAYFALDN
NTDB id 223318 A6J88 RS25610 WP 080614276.1 GHAADVVVLAAWRQDAEAFNEEYCRYLQRKHRAGADTPWFAGQIIMIARNDYTLEVFNGDIGLIMPDAESANGLAAYFLN 480
NTDB id 1134 OK783 RS03985 WP 010358120.1 AGISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFAD 477
consensus ** !*!!!!!!!!!!! !!! !! !* !!* * * **!!! *!!! !!! !!*!!!!!!!!!*! !!!!!

logo ADGFKKI
VAI

VSCRLPEQFDEPSAFAMTVHKSQGSEYREVWLLPPSDGAKI
P
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E
GGDDALSGLNSKNAELLYTAITRAREKRFVFFWGGNEKEKQTFWCR

NTDB id 223318 A6J88 RS25610 WP 080614276.1 ADGFKKIAISRLPQFDSAFAMTVHKSQGSEYREVWLLPPSGKIEQGGDDALSGLNNALLYTAITRARERFVFWGNEEQWR 560
NTDB id 1134 OK783 RS03985 WP 010358120.1 ADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFC 557
consensus !!!!!!*!*!*!! !**!!!!!!!!!!!!!!!!!!!!!!! * !!!!!!!! !!!!!!!!!!!*!!!*! **



logo

M
QAVENTRVKTVRQRTALGDS IMLDEARMVFSVPQEKA

NTDB id 223318 A6J88 RS25610 WP 080614276.1 MAVETRKTRRTALGDILDAMFVPKA 585
NTDB id 1134 OK783 RS03985 WP 010358120.1 QAVNTVKVRQTALGSMLERVFSQE. 581
consensus !! ! ! ! !!!! *!* *! * *

X non conserved

X similar

X ≥ 50% conserved


