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NTDB id 223314 A6J88 RS24795 WP 016686417.1 .MYAQQKGFTLIELLVVIAITAIMATIALPNMSEWIASRRAASQAEQVANLLRFARAEAVRLNLPVYVCPVKVRKHGLAD 79
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
consensus ** ! !!!! !!!*!*!! !!!!!!!!!!!! !!!!!! !!*!!!!!!!!!! !*!!!!!!!!!!*!!! !*!*! *
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NTDB id 223314 A6J88 RS24795 WP 016686417.1 GTCDSSQKSSGLLAYADTNRDVAYKNDTSDISLRSIVLNGTDPAKVSHTFQHVAFGKDNADDGEAVFWSFMPNGTFGYTA 159
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLNDTDDSRINYAFNHIAFGSSQP.TADRVVWTFNQNGTFGYLP 159
consensus !! ! ! !*!!**! ! !! !!! !* !!!*!!! !!* ** * !*!*!!! *** ** ! !*! *!!!!!! *
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VCARKNSDSTRAPLVCKQHYSESQSPEPKK
NTDB id 223314 A6J88 RS24795 WP 016686417.1 SKTLDKSTTFKYADGYIKISMTDSAATTEETKKSRASIVLIDSSGRVEICAKSDSRPLCQYSESQSPEPKK 230
NTDB id 1136 NGFG RS02420 WP 003687912.1 DQNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH.......... 220
consensus ! * ! ! !!!! ! *!! ! ** !! ! *!!! !!!!!!*! ! !*!**! ***********
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