
logo MKLRSKRHTLALGTSVALATLFLALAACDSKSKQAVEQTSKVPVAADVSLALPQSALSSALSASFAAPSASAAPQAAEGALNVEGQVDNYTVLANSKNTP IPQRQDQASGKVI EVLEFFGYFC I
PHC

NTDB id 223299 A6J88 RS19405 WP 080613727.1 MKR.....................TSKPVAVLLSLALAFSASAQAAVEGVDYTVLNKPIPQRDASKIEVLEFFGYFCIHC 59
NTDB id 1099 NMB RS01545 WP 002215704.1 MKLKTLALTSLTLLALAACSKQAETSVPADSAQ.SSSSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFFGYFCPHC 79
NTDB id 1098 NMB RS01465 WP 002224844.1 MKSRHLALGVAALFALAACDSKVQTSVPADSAP.AA.SAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCPHC 78
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NTDB id 223299 A6J88 RS19405 WP 080613727.1 QNFDPVLLSYSKTFPKDVYLRTEHVVWMPEMLGLARVAAAVNASGL..KYQANPAIFKAVHEQKINLADTATFKSWAAAQ 137
NTDB id 1099 NMB RS01545 WP 002215704.1 AHLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAGE..SDKANSHIFDAMVNQKINLADTDTLKKWLSEQ 157
NTDB id 1098 NMB RS01465 WP 002224844.1 AHLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLTLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQNPEVLKKWLGEQ 158
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TIGDELQLAIVNDKVRQEERQSKAGKAKPAQAR
NTDB id 223299 A6J88 RS19405 WP 080613727.1 KSFDSKKLIAAYDAPASLAAAKKMQSLTETYRIDGTPDVIVGGKYRIIFSSDWANGQKIIGELINKVRQERSGKAAR 214
NTDB id 1099 NMB RS01545 WP 002215704.1 TAFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEF.KDWQSGMTTIDQLVDKVREEQKKPQ.. 231
NTDB id 1098 NMB RS01465 WP 002224844.1 TAFDGKKVLAAYESPESQARADKMQELTETFQIDGTPTVIVGGKYKVEF.ADWESGMNTIDLLADKVREEQKAAQ.. 232
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