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NTDB id 223253 A6J87 RS05795 WP 080611699.1 MINSVCLVGRMTRDAELKYTASNIAVATFSLAVNRNFKDANGERETDFINCVIWRQQAENLANWAKKGALIGITGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 223253 A6J87 RS05795 WP 080611699.1 SYENKQGQRVYVTEVVAENFQMLESRAAREGGNATQGNTSGAFGNDNSYA..........GPYGQQAPQQQR..PNFARD 148
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGD..GASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNTQA 151
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.......GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFND 153
consensus *!!!*!!!!!*!!!!*******!!** * * *** ***** *! * * *** ******* *! **
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NTDB id 223253 A6J87 RS05795 WP 080611699.1 NSPYGNSNPMDITSDDLPF 167
NTDB id 624 LCA RS00040 WP 011373726.1 DPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 DPFANDGKPIDISDDDLPF 172
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