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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLL....ILFICSILLALFRKYYLMIPILI.VFAVFFLLINSLSIRDNE 73
NTDB id 223200 A6J85 RS06600 WP 082307454.1 MSQWIKKLPLSPIYLCFLLVWLYFAIYSGEKLAYMGVFLLIARLIWHYPRKKWLPTVAILIAFFIFFYARREL.AERTFQ 79
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKV.LIICGIFGFWFLFQNWQQSQASQ 79
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKV.LVICGIFGFWFVFQNWQQSQASQ 79
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKV.LIICGIFGFWFVFQNWQQSQASQ 79
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKV.LIICGIFGFWFVFQNWQQSQASQ 79
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKV.LIICGIFGFWFVFQNWQQSQASQ 79
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKV.LIICGIFGFWFVFQNWQQSQASQ 79
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NTDB id 596 KW2 RS08720 WP 021037686.1 NQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQK 153
NTDB id 223200 A6J85 RS06600 WP 082307454.1 SQPAPARQVLVLPDTIKVNGDSLSFRGRIGGRLYQLYYKLASPREKESFQKLADLVTLEIEAEFNLAEERRNFSGFDYQA 159
NTDB id 494 SM12261 RS04305 WP 000942409.1 NLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDYQA 159
NTDB id 522 SMSK321 RS04965 WP 000942453.1 NLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQA 159
NTDB id 189 SPR RS04300 WP 000942407.1 NLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 223 SPD RS04540 WP 000942407.1 NLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 154 SP RS04735 WP 000942394.1 NLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 264 KZH43 RS04200 WP 000942407.1 NLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
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NTDB id 596 KW2 RS08720 WP 021037686.1 YLASQNIYRQITIQQITNVEIKKNF....DLHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIH 229
NTDB id 223200 A6J85 RS06600 WP 082307454.1 YLKSQGIYRTVKVSRIMSSRSSQSANPFDWLSVWRRKALVFIKSTFPSPMSHYMTGLLFGDLDIDFAEMNDLYSSLGIIH 239
NTDB id 494 SM12261 RS04305 WP 000942409.1 YLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIH 239
NTDB id 522 SMSK321 RS04965 WP 000942453.1 YLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 189 SPR RS04300 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 223 SPD RS04540 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 154 SP RS04735 WP 000942394.1 YLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 264 KZH43 RS04200 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
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NTDB id 596 KW2 RS08720 WP 021037686.1 LFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLVLML 306
NTDB id 223200 A6J85 RS06600 WP 082307454.1 LFALSGMQVGFFMDVFRKILLRIGLRMETVDWLQFPLSFVYAGLTGFSVSVVRSLVQKLLSQFGVRRLDNFAMTVMVLMF 319
NTDB id 494 SM12261 RS04305 WP 000942409.1 LFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 189 SPR RS04300 WP 000942407.1 LFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 223 SPD RS04540 WP 000942407.1 LFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 154 SP RS04735 WP 000942394.1 LFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 264 KZH43 RS04200 WP 000942407.1 LFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
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NTDB id 596 KW2 RS08720 WP 021037686.1 ISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLP 386
NTDB id 223200 A6J85 RS06600 WP 082307454.1 LMPSFLLTTGGVLSCAYAFIITMLDF..EDSSGFRKAVLESLSISLGILPILIYYFAEFQPWSILLTFLFSIVFDTFMLP 397
NTDB id 494 SM12261 RS04305 WP 000942409.1 VMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLP 396
NTDB id 522 SMSK321 RS04965 WP 000942453.1 IMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLP 396
NTDB id 189 SPR RS04300 WP 000942407.1 VMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLP 396
NTDB id 223 SPD RS04540 WP 000942407.1 VMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLP 396
NTDB id 154 SP RS04735 WP 000942394.1 VMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLP 396
NTDB id 264 KZH43 RS04200 WP 000942407.1 VMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLP 396
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WLEMWGLVMIVIHRFKWLVADSLSQLPVLSATHRTSYRPFIL IVLFGKQPSNLSATLPWEILL I ILLFLLVI LVS ILGALFLVVYDFSLFRSKHQNKIKGIKRRLFVATFGVLVCSGLFLAI FITLGFLF
NTDB id 596 KW2 RS08720 WP 021037686.1 LLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLFF 466
NTDB id 223200 A6J85 RS06600 WP 082307454.1 LLSLIFLISPLFAFTQVNIFFQWLEMVIRWVASLSTRPIILGQPNLPLLIILLLVLALLYDFRKQKKIRVGLSLLAILLF 477
NTDB id 494 SM12261 RS04305 WP 000942409.1 LLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITGLF 476
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITGLF 476
NTDB id 189 SPR RS04300 WP 000942407.1 LLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLF 476
NTDB id 223 SPD RS04540 WP 000942407.1 LLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLF 476
NTDB id 154 SP RS04735 WP 000942394.1 LLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITGLF 476
NTDB id 264 KZH43 RS04200 WP 000942407.1 LLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLF 476
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NTDB id 596 KW2 RS08720 WP 021037686.1 FITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAHIDQLIL 544
NTDB id 223200 A6J85 RS06600 WP 082307454.1 FLSKHPLQNEITVVDIGQGDSIFLRDVRG.RTIVIDTGGRVEIGK.KEAWQERVRKSNAETTLIPYLKSRGVDRLDKLVL 555
NTDB id 494 SM12261 RS04305 WP 000942409.1 FLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLIL 555
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQLIL 555
NTDB id 189 SPR RS04300 WP 000942407.1 LLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLIL 555
NTDB id 223 SPD RS04540 WP 000942407.1 LLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLIL 555
NTDB id 154 SP RS04735 WP 000942394.1 FLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLIL 555
NTDB id 264 KZH43 RS04200 WP 000942407.1 LLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLIL 555
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NTDB id 596 KW2 RS08720 WP 021037686.1 THTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIV 624
NTDB id 223200 A6J85 RS06600 WP 082307454.1 THTDTDHMGDMLELAKHFSIREIYVSKGSMTQADFVDKLKKMKAKVHVVEVGDRLPIFDSALEVLYPLTQGDGGNDDSIV 635
NTDB id 494 SM12261 RS04305 WP 000942409.1 TNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLV 635
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLV 635
NTDB id 189 SPR RS04300 WP 000942407.1 TNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLV 635
NTDB id 223 SPD RS04540 WP 000942407.1 TNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLV 635
NTDB id 154 SP RS04735 WP 000942394.1 TNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLV 635
NTDB id 264 KZH43 RS04200 WP 000942407.1 TNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLV 635
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NTDB id 596 KW2 RS08720 WP 021037686.1 TYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLET 704
NTDB id 223200 A6J85 RS06600 WP 082307454.1 LYGEFFRTKFLFTGDLEALGEGQMVTAYPDLRVDVLKAGHHGSKGSSSPEFLEHIKPKLALISAGKNNRYQHPHKETLDR 715
NTDB id 494 SM12261 RS04305 WP 000942409.1 LYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTR 715
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTR 715
NTDB id 189 SPR RS04300 WP 000942407.1 LYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTR 715
NTDB id 223 SPD RS04540 WP 000942407.1 LYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTR 715
NTDB id 154 SP RS04735 WP 000942394.1 LYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTR 715
NTDB id 264 KZH43 RS04200 WP 000942407.1 LYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTR 715
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NTDB id 596 KW2 RS08720 WP 021037686.1 LAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
NTDB id 223200 A6J85 RS06600 WP 082307454.1 FEKIRTKIFRTDEQGAIRFKGWN.SWQIETVR 746
NTDB id 494 SM12261 RS04305 WP 000942409.1 LETINSKVYRTDQHGAIRFKGWN.SWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LEGINSKVYRTDQQGAIRFKGWN.SWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 LEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 LEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 LEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 LEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
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