
logo MKKGSKI
WLTALAGVALLASGTVGAVLAACSNSSKTSNSNTSSSSGASDGQTATFYNGYI

VYENSVSDPENSTLNDYLI ITSSNKTAGAPTTKDTSALVTVATNLGI
VDGLLMENADNKYGNL

NTDB id 223191 A6J85 RS06010 WP 082307409.1 MKKGKILTLAGVALLATGVLAACSNSTSNSSSSGADQAFNYIYEVDPENLNYLISSKAATTDLTANLIDGLLENDNYGNL 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSST.....SGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNL 75
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNT.....SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNL 75
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNT.....SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNL 75
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logo VPSMVAEDWTSVSQKDGLTYTYKLIRKDGAVIKWYTSDEGEEYADNVKTAQKDFVATGLKYHAADGNSKSAEGATGI
LYLVQSDS IKAGLDSDYVLNSGAKTTNKDFS

NTDB id 223191 A6J85 RS06010 WP 082307409.1 VPSMAEDWTVSKDGLTYTYKLRKDAKWYTSDGEEYADVKAQDFVAGLKYAADNKSETLYLVQSSIKGLDDYVNGKTKDFS 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VPSVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFS 155
NTDB id 324 STU RS16140 WP 011226306.1 VPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFS 155
NTDB id 292 STER RS06940 WP 011681419.1 VPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFS 155
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logo

S
NVGVKAVIDEDRYTVLQYTLNKEKQPESPFYWNSKTTMYGS ILLSYFPVNEEDFLKSNKGDKKDFAGQKASATDPTSLI LYNGPFLLKS ILTSAKSS I EFLATVKNPEHN

NTDB id 223191 A6J85 RS06010 WP 082307409.1 SVGVKAVDDRTVQYTLNEPESFWNSKTTMGILYPVNEEFLKSKGDKFAQAADPTSLLYNGPFLLKSITSKSSIEFAKNPN 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NVGVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNEN 235
NTDB id 324 STU RS16140 WP 011226306.1 NVGVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEH 235
NTDB id 292 STER RS06940 WP 011681419.1 NVGVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEH 235
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logo YWDKDKNVHVFSDDAVIKFLTSYFYDGQSDQEGDKAPLAEVERQGFATKDGALYNSALFARLVAYFPTSASTNFYASKSVEKEKFYKDNI FVYYTPAQPDGSASSTFSLAVIG I
VNLIDRQTSYNKFHY

NTDB id 223191 A6J85 RS06010 WP 082307409.1 YWDKDNVHVSDVKLTYFDGQDQGKPAEQFAKGALSAARLAPTSATFSKVEKEFKDNIVYTPQDSSSFLVGVNIDRQTYNH 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 YWDKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKF 315
NTDB id 324 STU RS16140 WP 011226306.1 YWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKY 315
NTDB id 292 STER RS06940 WP 011681419.1 YWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKY 315
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logo

S
TAKSKSTDASQEKATSSTKKALMLNKDFRQSALI SNFAFIDRKTAYAQSQMVINGKEDGAATKLGMALVRNLYF IVPPSTDFVQSADGGDKSTFGEDLVKTEKVMASSYGDEW

NTDB id 223191 A6J85 RS06010 WP 082307409.1 TAKSSDAQKASTKKALMNKDFRQALSFAFDRTAYASQVNGKEGATKMLRNLYIPPTFVQADGKSFGELVKEKVASYGDEW 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SAKKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEW 395
NTDB id 324 STU RS16140 WP 011226306.1 TAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEW 395
NTDB id 292 STER RS06940 WP 011681419.1 TAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEW 395
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GVNLFDTADAGSQDGLYNKAEKAKATEFAKAKEKDTALQEAEDGVEQFP IHLDMLPVNDQTSASSKAILKNVQARQAVQSLKQSTI EQSKSLGTSDENVVVIDVIHNQMLKSTS

NTDB id 223191 A6J85 RS06010 WP 082307409.1 KDVNFDDAQDGLYNKEKAKAEFAKAKKALQEEGVEFPIHLDMPVDQTASAKVQRVQSLKQSIESSLGTDNVVVDIHQMKT 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SGVNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSS 475
NTDB id 324 STU RS16140 WP 011226306.1 SGVNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSS 475
NTDB id 292 STER RS06940 WP 011681419.1 SGVNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSS 475
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ATYLYNAASNAAEAEDWDI SDNGNSVAIGWGSAPDYQDPSTYLEDI IFKPTTGSGSENTKATFLMGFYDGDKPENNAAADAQVGLKEDYADKALVLDNESAAASE

NTDB id 223191 A6J85 RS06010 WP 082307409.1 DDVLNITYYAASAAEEDWDISDNVGWSPDYQDPSTYLEIIKP.GGENTKTFLGFDGKENAAADQVGLKEYAKLVDEAAAE 559
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DDIQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASE 555
NTDB id 324 STU RS16140 WP 011226306.1 DDLENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASE 555
NTDB id 292 STER RS06940 WP 011681419.1 DDLENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASE 555
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logo
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TSTDVLNAKVRYEDKRYAAQAQAWLTEDSASLLVIPTLTSVRGTNGARAPAVLITSKR I

L
V
TPFTAGPAFSAMLWQSVGADKGNRSDSMSNADSYFYIKYLVKLPQDEKAVVTAKKEYQEKQASQRE

NTDB id 223191 A6J85 RS06010 WP 082307409.1 KTDVNKRYEKYAAAQAWLTDSALLIPTTSRTG.RPVLTKIVPFTAPFAWSGAKGRDMASYKYLKLQDKAVTAKEYQKAQE 638
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSRE 634
NTDB id 324 STU RS16140 WP 011226306.1 TSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSRE 635
NTDB id 292 STER RS06940 WP 011681419.1 TSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSRE 635
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logo KWNLKERKAKAESNKEKAQEKEDLEKHVK
NTDB id 223191 A6J85 RS06010 WP 082307409.1 KWNKERAESNKKAQEELEKHVK 660
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KWLKEKKESNEKAQKDLEKHVK 657
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