
logo MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVSYVQLEGQTAIVQYQPTTAAQEAYPTIQHAVWSEEGGQDDIV
NTDB id 223166 A6J85 RS04140 WP 012131057.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVYVQLEGQTAIVQYQPTAAQEAYTIQHAVWSEEGGQDDIV 80
NTDB id 426 SGO RS10250 WP 012131057.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVYVQLEGQTAIVQYQPTAAQEAYTIQHAVWSEEGGQDDIV 80
NTDB id 427 DQL23 RS10480 WP 060554269.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVSVQLEGQTAIVQYQPTTAQEAYPIQHAVWSEEGGQDDIV 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!

logo WYSANDQSTTR IDLSQHKGQGKFHL I ETYLNVNGSVKYHLSSKSVFLNKPVQSATEKTVPEQQNDSTSSNNATPQAPAEQPKPTNP
NTDB id 223166 A6J85 RS04140 WP 012131057.1 WYSADQSTTRIDLSQHKGQGKFLIETYLNVNSVKYHLSSKSVFLNKPVQSTEKTVPEQQDSTSSNNATPQAPAEPKPTNP 160
NTDB id 426 SGO RS10250 WP 012131057.1 WYSADQSTTRIDLSQHKGQGKFLIETYLNVNSVKYHLSSKSVFLNKPVQSTEKTVPEQQDSTSSNNATPQAPAEPKPTNP 160
NTDB id 427 DQL23 RS10480 WP 060554269.1 WYSANQSTTRIDLSQHKGQGKFHIETYLNVNGVKYHLSSKSVFLNKPVQSAEKTVPEQQNSTSSNNATPQAPAEQKPTNP 160
consensus !!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!*!!!!!

logo APSTPAPAPATNRVENRPRNSYQPKVEDERNKSLPPQKVAQPKAVTAPPQAKEPSNNNKPLQASAARVPAEPVRDSKPL I S ITNINKE
NTDB id 223166 A6J85 RS04140 WP 012131057.1 APTPAPAPATNRVENPRNSYPKVEERNKSLPPQKVAQPKVAPPQAEPNNNKPLQASAARVPAEPVRDSKPLISITNINKE 240
NTDB id 426 SGO RS10250 WP 012131057.1 APTPAPAPATNRVENPRNSYPKVEERNKSLPPQKVAQPKVAPPQAEPNNNKPLQASAARVPAEPVRDSKPLISITNINKE 240
NTDB id 427 DQL23 RS10480 WP 060554269.1 APSPAPAPATNRVENRRNSYQKVEDRNKSLPPQKVAQPKATPPQAKPSNNKPLQASAARVPAEPVRDSKPLISITNINKE 240
consensus !!*!!!!!!!!!!!!*!!!!*!!!*!!!!!!!!!!!!!!**!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NGTYTVRVQESNPYSKRKIKSVQVP IWSTANQSNLKWYEASQKIGNGSFSVQFDIRNHQQLIYGDNYINHVYITYEDGSRAVGYVA
NTDB id 223166 A6J85 RS04140 WP 012131057.1 NGTYTVRVQENPYSKKIKSVQVPIWSTANQSNLKWYEASKIGNGSFSVQFDIRNHQQIYGNYINHVYITYEDGSRVGYVA 320
NTDB id 426 SGO RS10250 WP 012131057.1 NGTYTVRVQENPYSKKIKSVQVPIWSTANQSNLKWYEASKIGNGSFSVQFDIRNHQQIYGNYINHVYITYEDGSRVGYVA 320
NTDB id 427 DQL23 RS10480 WP 060554269.1 NGTYTVRVQESPYSKRIKSVQVPIWSTANQSNLKWYEASQIGNGSFSVQFDIRNHQQLYGDYINHVYITYEDGSRAGYVA 320
consensus !!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!*!!!!

logo ENVNLPQPAPQPLTPSLQVVHKGQSTYQVI LQNSFGDGHI LFP IWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDG
NTDB id 223166 A6J85 RS04140 WP 012131057.1 ENVNLPQPAPQPLTPSLQVVHKGQSTYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDG 400
NTDB id 426 SGO RS10250 WP 012131057.1 ENVNLPQPAPQPLTPSLQVVHKGQSTYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDG 400
NTDB id 427 DQL23 RS10480 WP 060554269.1 ENVNLPQPAPQPLTPSLQVVHKGQSTYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDG 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LYHVHVYRQSGGKVTGVMASNFQVTRPTVTAVRKPLNHATTDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGF
NTDB id 223166 A6J85 RS04140 WP 012131057.1 LYHVHVYRQSGGKVTGVMASNFQVTRPTVAVRKPLNHTTDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGF 480
NTDB id 426 SGO RS10250 WP 012131057.1 LYHVHVYRQSGGKVTGVMASNFQVTRPTVAVRKPLNHTTDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGF 480
NTDB id 427 DQL23 RS10480 WP 060554269.1 LYHVHVYRQSGGKVTGVMASNFQVTRPTVTVRKPLNHATDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGF 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo RVGSTPQVGAIACWTDGGYGHVGVVTHVDSHKR IQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN
NTDB id 223166 A6J85 RS04140 WP 012131057.1 RVGSTPQVGAIACWTDGGYGHVGVVTHVDSHKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
NTDB id 426 SGO RS10250 WP 012131057.1 RVGSTPQVGAIACWTDGGYGHVGVVTHVDSHKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
NTDB id 427 DQL23 RS10480 WP 060554269.1 RVGSTPQVGAIACWTDGGYGHVGVVTHVDSHKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


