logo

NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 223122 A6J82 RS07980 WP 000042577.1
NTDB id 363 SMU RS05195 WP 002262215.1
consensus

logo

NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 223122 A6J82 RS07980 WP 000042577.1
NTDB id 363 SMU RS05195 WP 002262215.1
consensus

logo

NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 223122 A6J82 RS07980 WP 000042577.1
NTDB id 363 SMU RS05195 WP 002262215.1
consensus

logo

NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1
NTDB id 184 SPR RS03565 WP 000491790.1
NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 223122 A6J82 RS07980 WP 000042577.1
NTDB id 363 SMU RS05195 WP 002262215.1
consensus

logo

NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 223122 A6J82 RS07980 WP 000042577.1
NTDB id 363 SMU RS05195 WP 002262215.1
consensus

ke RFVFTL ST Tl QY Bt el SElPoavISaReTee e

AMFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN
MAMESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN
MAMESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN
MM ESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN
UK FKIFSSWENSEF I gFRVE - [IFAYMT IILQVM §g¢ 'Y SVDEEL §j SHEiPieljL

NVIRRK L - K[REqe)y) - WIS (FR] J3F | VET{EIF)RYMT 'II 'QVMH¥E Y - SVD KL ¥\ EN[j bl THS NNPITEAE l

sk Dok Dok Dok Dok Dok D Do D Do D Dok DD DD Dok Dok D1 Dokok | okoskok K K K ok K K K K K ok K K K K K K K K K

DAV s TE] KTk o L afWel s vl e Rk TN o1

ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVS
ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVS
ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVS

ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVS
N.IABVIBKPGG NT

B . DASFIQUKSNG

*okokkokok | okokokkkkokokok | Lkk ]| Kok ok ok ok ok ok kR ok |okskok koksk ok kR ok Dokok Dok Dokokokokokok Dokok | Dok Dok Dokokokoskokok ok | ko okok ok

T Tkl | o s oo LR L5 SN AT AR

TNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNR
TNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNR]
TNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNR
TNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNR
NEJQLY ARy MEIS I [gvMiy FWI 'S [§AS YLA [ W P
INT QLE ANMY PAMN I BVMPRYFW S AS YLA |YS[N
* kookor Dok Dok Dok bk Dok D Pokok Dl ook Dok D Do D Dokoskorskok Dok Dokkskoc Pkc L L EE L EE LR

T e

N N e xkkkr Lxkx lxl | U0k |0 skok ok ok ok ok ok |

T L D orsTh S R

RIHRTIVIDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKG
RIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKG
RIHRTIVIDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKG
RIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKG

U I[)) IPATDESILLKQLMTILFDNA KYT WDGEIDFJNISIETD L LI DNG[EGISEEDK] IFDRFYRVDKARTRQMG

158
158
158
158
156
155

238
238
238
238
236
235

318
318
318
318
316
315

398
398
398
398
396
395



logo

NTDB id 259 KZH43 RS03480 WP 000491790.1
NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 223122 A6J82 RS07980 WP 000042577.1
NTDB id 363 SMU RS05195 WP 002262215.1
consensus

DB RO R

GFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
GFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
GFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

GFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
GFGLGLSLAMQIV L G TVHDNKP G IF[H K [BYNYE
LANK

sl Dk Do bl s ) Ik sk sk ok ok ok ok ok ok ok ok ok ok ok

X non conserved
B similar
>50% conserved

444
444
444
444
437
435



