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NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
consensus ! **!!* *!!!!!!!!!! !!!!!!!! !! !! ****!! *!! !!!!!!!!!!!*!!!!!! *! !* ! !!!

logo GHARLL ILNS ILESEKKQDELQDNHKWFEQKI LSTEQEQLSVHRKQI
LEKRAQLHKPSKQRTKTKETIK

TKDTKSKNDQI
LF ILAKEEKEEKERLKSQR I

S
F
LGLTDP I

V
S
V
I
L
H
R
F
Y
N
SKKQSHQQSGKQ

NTDB id 223001 A6J72 RS05405 WP 009569741.1 GHARLLINLSEK.EQNHWFEKILSQELSVRKLEKQLHPKRTKTITKDKNQLFIKEEEERLKRIFGTDISLRFSKQSQSGK 236
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