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K B e et AL T TR A BTEN 5

MR I TF IFGVIVVYHEFGHF FAK SGILVREFAIGMGPKIF HigYK GTRYTIRILPLGGYVRMAGWG DIYTEIKTG PAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

s AR A 1

LTLYK GEMVENRINLS{Y Q D T LPMNVTAYDLEDKLTITGLVLEETKTYRVDHDATI EEDGTE RIAP#D QYQNAS WGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

AU Tt s el

TNFAGPMNNFILG VFIERLAF QGGVQDRSTN[ 3V - IMGIZALY] GLKRUNDRIAT ‘[NI[ESEIKV - (W o [NLEENA ' |2€S]T)H - (KK
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

L T L e

I KERSARUST INVKPQKUNASYHY G WIPELKTRIFKDK |HGGIRERAWERIPPUT LINALKIL IEwIFS NKLGGPVAIR QIS QA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

AL LA DAL A Gt TV ML AV R

KN[¢F L LMG® SINLGIFINLIPIPALDGGKIVMNI EAIRRKPLIYQEQE YITLAGVAVM VLMIAVTWNDIMRAFF 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420

X non conserved
B similar
>50% conserved
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