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NTDB id 243 SPR RS03635 WP 000882517.1 TREEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHV 452
NTDB id 241 SP RS04015 WP 000882523.1 TREEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHV 452
NTDB id 222861 A6J31 RS02075 WP 037620401.1 TRDEDFEKAAYFRDQIAKYKEMQK......QTIKDQDMPVITEKHIEAIVEQKTNIPVGDLKEKEQSQLLSLADDLKSHV 451
NTDB id 378 SMU RS02690 WP 002263569.1 TRDEDYEKAAYFRDQIAKYKEMQS......AKLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRV 453
NTDB id 85 BSU 00860 NP 387967.1 VQSQEFEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRV 510
NTDB id 610 V4T04 RS10165 WP 012897346.1 VIKLDIKASRTKEKAVEKIADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRV 519
NTDB id 290 KZH43 RS10025 WP 001109677.1 LMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRV 514
NTDB id 289 SPD RS10700 WP 001109677.1 LMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRV 514
NTDB id 287 SP RS11210 WP 001109712.1 LMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRV 514
NTDB id 377 SMU RS09275 WP 002262344.1 LITNDYQLAKRLLKKEK.........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRV 517
NTDB id 297 STER RS00545 WP 011680614.1 LISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRV 520
NTDB id 329 STU RS10020 WP 011225298.1 LISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRV 520
consensus * ** ** * * * **** * ** * *!* * * **** *! *!

logo

V
IGQEDAQDEAI

V
V
D
S
A
S
K
V
IASRKAVIRRSANQRASVGVILAKRGAKVDSTSGHPRKNRPMIGSF ILMFVLGPTGVGKTELSARKQALADKIESVE I

V
LFDGDSSAEESDNASLML

IR I
V
FDMSEFYMEKFHSATAVASKRL INVGSAP
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NTDB id 241 SP RS04015 WP 000882523.1 IGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAP 532
NTDB id 222861 A6J31 RS02075 WP 037620401.1 IGQDAAVDKIAKAIRRNRVGLGAPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHAVAKLVGAP 531
NTDB id 378 SMU RS02690 WP 002263569.1 IGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAP 533
NTDB id 85 BSU 00860 NP 387967.1 IGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSP 590
NTDB id 610 V4T04 RS10165 WP 012897346.1 VGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAP 599
NTDB id 290 KZH43 RS10025 WP 001109677.1 IGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAP 594
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NTDB id 297 STER RS00545 WP 011680614.1 IGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAP 600
NTDB id 329 STU RS10020 WP 011225298.1 IGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAP 600
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