
logo MKRRKMLNVPKGGNYDGMKGFTI IVEFLVAGLMLSMVIVL IMAVGVSSYFTSRKLNDAANERLASEQQDLRNAATL IVRDARMAGSFG
NTDB id 222784 A6J51 RS12340 WP 080611327.1 MRRKMLNVPKGNYDGMKGFTIIEFLVAGMLSMIVLMAVGSSYFTSRKLNDAANERLSEQQDLRNAATLIVRDARMAGSFG 80
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFG 80
consensus !*!!!!!!!!! !!!!!!!!!*!!!!!!*!!*!!!*!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!
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TQKQNASLPFSLKRNGSTNS ITDNKL IP IATESPSNINYQNFFQFVGSSAL I FQYGIDDVDNASAADTTVVSSCAA

NTDB id 222784 A6J51 RS12340 WP 080611327.1 CFNMSEHPAIDVISDTTQQNSPFSLKRNG...IDKLIPIAESSNINYQNFFQFGSALIFQYGIDDVNASAATTVVSSCAA 157
NTDB id 1138 NGFG RS02430 WP 003694978.1 CFNMSEHIGNDVVFNVAQKNALFSLKRNSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTTVVSSCAA 160
consensus !!!!!!!** !!* ! ! *!!!!!! *** !!!!! !!*!!!!!!!!! !!!!!!!!!!!! !!! !!!!!!!!!

logo I SKPGKQIPTLEDNAKKELKIQSDNQSDKEQNGNIARQRHVVNAYAVGGKIADGEEGLFRFQLDDKGKWGNPQLLAVKKVKRRMKRVRY
NTDB id 222784 A6J51 RS12340 WP 080611327.1 ISKPGKQIPTLEDAKKELKISDQDKEQNGNIARQRHVVNAYAVGGIADEEGLFRFQLDDKGKWGNPQLLVKKVRRMKVRY 237
NTDB id 1138 NGFG RS02430 WP 003694978.1 ISKPGKQIPTLENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQLLAKKVKRMRVRY 240
consensus !!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!! !!!*!!*!!!

logo IYVSGNCPEDDEDAGKEEQTFKYTDKFDSAQNASVTPAGVEVLLDSSGSTDATKIAASSDNHI IYAYR IDNATIRGGNVCANRTL
NTDB id 222784 A6J51 RS12340 WP 080611327.1 IYVSNCPEDDDAGKEETFKYTDKFDSAQNAVTPAGVEVLLSSGTDTKIAASSDNHIYAYRIDATIRGGNVCANRTL 313
NTDB id 1138 NGFG RS02430 WP 003694978.1 IYVSGCPEDEDAGKEEQFKYTDKFDS...SVTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANRTL 313
consensus !!!! !!!!*!!!!!! !!!!!!!!!*** !!!!!!!!!! !!*! !!!!!!!!*!!!!!! !!!!!!!!!!!!!!
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