
logo MNKTLKRQRVFRHTALYAAI LMFSHTGGGGAMAQTHKYAI IMNERNQLPEVKGSNGVPQYSTIKDKDREKRKVFDIYNTKSDQKRGNSFGGGTGN
NTDB id 222752 A6J51 RS01790 WP 080610917.1 MNKTLKRRVFRHTALYAAILMFSHTGG.GAMAQTHKYAIIMNERNQPEVKSNVPYS.IKDKDRKRVFDYTSQKNSFGGTN 78
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRG....GG 76
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!! ! *!!*!!!!!! ! ! ! * ****

logo

G
N
F
S
I
V
F
SFDNNSTDETLVSQRQRSGTAVFGTATHYLPPYGKVSGFDADGLKQKRNNAVDWIHRTTQRAIAGLAGYASYKTDVI

VCRSGNTGQCPKQLVYEK
NTDB id 222752 A6J51 RS01790 WP 080610917.1 NFISFNNSDELVSRQSGTAVFGTATHLPPYGKVSGFDADGLKKRNNAVDWIRTTRIALAGYSYKDVVCRSGTGCPKLVYK 158
NTDB id 1090 CAA90909.1 1..3114( ) GSVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRSN.QCPQLVYE 155
consensus * ! !*! !!! ! !!!!!!!!!*!!!!!!!!!!!!!!! !!!!!!!!!*!! *!!!! ! !!*!!! * !! !!!

logo TKRFSFDGNI
P
D
GLAKNTAGGGSLDRHPTDEPSRDENSP IYKLKDHPWLGVSFNLGSAENTVKQDIGKSFNKL I SSFSEDGNNNQTIVSTTERGHY

NTDB id 222752 A6J51 RS01790 WP 080610917.1 TRFSFDNPDLAKTGGGLDRHTEPSRDNSPIYKLKDHPWLGVSFNLGSANTVQIGKSFNKLISSFSEDNNNQTIVSTTEGY 238
NTDB id 1090 CAA90909.1 1..3114( ) TKFSFDGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIVSTTRGH 235
consensus !*!!!! * !!! *! !!!!**!!!*!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!! !!!!!!!!!! !*

logo

P
S I SLGSDGWKQREHTAMVAYYLNAKLHLLDKKGQI EQDNIATQDGKTVDQLGTVLKRPRS IVDEAVKTTVQRNTGLRGSEGI

LLNSFWAKTWDKI EKDKTGNQIPTVKRLGS
NTDB id 222752 A6J51 RS01790 WP 080610917.1 PISLGDGQREHTAVAYYLNAKLHLLDKKQIQNIT.DKTVQLGVLKPSIDVKTQNTGLSGILSFWAKWDIKDTGQIPVKLS 317
NTDB id 1090 CAA90909.1 1..3114( ) SISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVR...RGELLNFWATWKIEDKGNITVRLG 312
consensus *!!! ! !!!!!*!!!!!!!!!!!!!! ! ! * !!! !! !*! ** *** *! !!! ! ! ! !*!*!*!

logo LPEVKAGRC I
VNKAPNPNPNAKALPSPALTAPALWFGAPGVKQDGKAEMYSASVSTYPDSSSSR I FYLQNLKRKTDHPGSKPGRHSLAET

NTDB id 222752 A6J51 RS01790 WP 080610917.1 LPEVKAGRCINKPNPNPNAKALSPALTAPALWFGAGQDGKAEMYSASVSTYPDSSSSRIFLQNLKRKTDHSKPGRHSLAT 397
NTDB id 1090 CAA90909.1 1..3114( ) LPEVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLET 392
consensus !!!!!!!!!*!!*!!!!!!!!*!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!! !!!!!!! !

logo LTENDIKSREPNTFTGSRQTI IRLDNGKGVHREQIKLDQGRNNNTEVAVNFNGNDGKNNDTFGIVKSDEGLGSFVETPDTVSEWKKVLLPWTVRDGFSAD
NTDB id 222752 A6J51 RS01790 WP 080610917.1 LTENDIKSREPTFTSRQTIIRLDKGVHQIKLQG..NEVANFNGNDGKNDTFGIVSEGSFTPDVSEWKKVLLPWTVRDSAD 475
NTDB id 1090 CAA90909.1 1..3114( ) LTENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFAD 472
consensus !!!!!!!!!!! !! !!!!!!! !!* !!! ** !! !!!!!!! !!!!!!! * !! !!!!!!!!!!!!! !!

logo DNSKFKAFNKEENNDNKPKYSQKYRSRDENGNNKNGSEKRDNLGDIVNSP IVAVGEGYLATSANDGMVHI FKKQGSGNGDAKRNSYNSLKLSYI
NTDB id 222752 A6J51 RS01790 WP 080610917.1 DSKFKAFNKEENNDNKPKYSQKYRSRENGNNSKRDLGDIVNSPIVAVGGYLATSANDGMVHIFKKGNGDARNYSLKLSYI 555
NTDB id 1090 CAA90909.1 1..3114( ) DNKFKAFNKEENNDNKPKYSQKYRSRDNN.KGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYI 551
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!*! * ! !!!!!!!!!!!!! !!!!!!!!!!!!!!! !! ! ! !!!!!!



logo PGTMPRKDI EQNSKTESTLAKDELVRATFAEKGSYVGDRYGVDGGFVLREKVDENRLDNGKQNTRVFMFGAMGFGGRGAYALDLTKADGSDPT
NTDB id 222752 A6J51 RS01790 WP 080610917.1 PGTMPRKDIESKESTLAKELRAFAEKSYVGDRYGVDGGFVLREVER.DGKTRVFMFGAMGFGGRGAYALDLTKADGSDPT 634
NTDB id 1090 CAA90909.1 1..3114( ) PGTMPRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPT 631
consensus !!!!!!!!! !!!!!!**! !!!! !!!!!!!!!!!!!!! !* * ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AVSLFDVKDNDNGNNGNNRSVEQLGYTVGTPQIGKTHDNGKYAAFLASGYATKDE I INTNSGDENKTALYVYDLEGNNGNGTNNTLP IAKKI EVKP
NTDB id 222752 A6J51 RS01790 WP 080610917.1 AVSLFDVKND....NNSVQLGYTVGTPQIGKTHNGKYAAFLASGYATKDI.NNGENKTALYVYDLENNNG.TPIAKIEVK 708
NTDB id 1090 CAA90909.1 1..3114( ) AVSLFDVKDNGNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVP 711
consensus !!!!!!!! ****!! ! !!!!!!!!!!!!!! !!!!!!!!!!!!!!*!* !*!!!!!!!!!!! ! * *! !!!!*

logo

D
GGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNSMYRFDLSNSQDPQSQWSTVRTI FEQGTKP ITSAPAI SQLKDKRVVI FGTGSDL

NTDB id 222752 A6J51 RS01790 WP 080610917.1 DGKGGLSSPTLVDKDLDGTVDIAYAGDRGGSMYRFDLSNQDPSQWTVRTIFQGTKPITSAPAISQLKDKRVVIFGTGSDL 788
NTDB id 1090 CAA90909.1 1..3114( ) GGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDL 791
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!! !!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SEEDVDKNKMDEEQYIYGI FDDDTAATSTGNVDTVKNFLKSDGLSGGGLLEQVLERQRDNDKDNKTLFLTDYKRSDGSGNSKGWVVKLKDGQRVTVK
NTDB id 222752 A6J51 RS01790 WP 080610917.1 SEEDVDKKDEQYIYGIFDDDTAASNVDVKLKGLGGGLLEQVLEQ..KDKTLFLTDYKRSDGSGSKGWVVKLKDGQRVTVK 866
NTDB id 1090 CAA90909.1 1..3114( ) SEEDVDNMEEQYIYGIFDDDTATTG.TVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVK 870
consensus !!!!!! *!!!!!!!!!!!!! * * ! !!!!!!!!! ** !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!

logo PTVVLRTAFVTIHRKYTDGTDNGKCGAETAI LG INTADGGKLTKKSARP IVPDEANKTADVAQYSGHKKGI
TNGKS IP IGCMQKGSNE I

NTDB id 222752 A6J51 RS01790 WP 080610917.1 PTVVLRTAFVTIRKYTD.NGCGAETAILGINTADGGKLTKKSARPIVPDANKDVAQYSGHKKGINGKSIPIGCMQKGNEI 945
NTDB id 1090 CAA90909.1 1..3114( ) PTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEI 950
consensus !!!!!!!!!!!!*!!! * !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!! !!!!!!!!!!!! !!!

logo VCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPADGKRASGKNNRCFSQKGVRTLLMNDLDSLDIATGPTCGMKRI
NTDB id 222752 A6J51 RS01790 WP 080610917.1 VCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPDGKRAGKNNRCFSQKGVRTLLMNDLDSLDIAGPTCGMKRI 1025
NTDB id 1090 CAA90909.1 1..3114( ) VCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRI 1030
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!
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NTDB id 222752 A6J51 RS01790 WP 080610917.1 SWREIFY. 1032
NTDB id 1090 CAA90909.1 1..3114( ) SWREVFY* 1037
consensus !!!!*!!
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