
logo MSENKQNEVLSTGYEQLKRRNRRRLVTASCSLVAASC I
LLLAAALSSDPADENSNPPAAPPQATDGETGASMTENSQATANSTAVQTPATLKSAASEGN

NTDB id 222699 A6J50 RS01020 WP 080542314.1 MSENKQNEVLSGYEQLKRRNRRRLVTASCLVAASCLLLAAALSSDPAENPPAAPTDETGSMENQAASTVQTPTLKSASEG 80
NTDB id 1129 NGFG RS01435 WP 003687618.1 MSENKQNEVLTGYEQLKRRNRRRLVTASSLVAASCILLAAALSSDPADSNPAPQAGETGATESQTANTAQTPALKSAAEN 80
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!* *!!** !!! ! ! ! ! !!! !!!! !

logo

G
VEPTAADKPQDLAGSEDEKQAPPSAADNSEGI SEPEDNVGAPLVI

L INDRLDEDSNIKGLEESSAEKPKQGEAAEKLPQQAETAKTAEPKQAKQR
NTDB id 222699 A6J50 RS01020 WP 080542314.1 VEPAADKPQDLASEEQAPAADNGISEPEDVGAPLVIINDRLDDSNIKGLESSAKPKQGEAAEKPQQAETAKTAPKQAKQR 160
NTDB id 1129 NGFG RS01435 WP 003687618.1 GETAADKPQDLAGEDKPSAADSEISEPENVGAPLVLINDRLEDSNIKGLEESEK.........LQQAETAKTEPKQAKQR 151
consensus !*!!!!!!!!! !* **!!! !!!!! !!!!!!*!!!!!*!!!!!!!! ! !**********!!!!!!!! !!!!!!!

logo AAEKVSATADSTDTVAVEKPKRSTAEPTKPQKAERTAEAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADK
NTDB id 222699 A6J50 RS01020 WP 080542314.1 AAEKVSATADSTDTVAVEKPKRTAETKPQKAERTAEAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADK 240
NTDB id 1129 NGFG RS01435 WP 003687618.1 AAEKVSATADSTDTVAVEKPKRSAEPKPQKAERTAEAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADK 231
consensus !!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AEGKKTAEKDHRSDGKKHETAQKSTDKADKTKTAEKEKSEGKASGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITE IMTDNG
NTDB id 222699 A6J50 RS01020 WP 080542314.1 AEGKKTAEKDHSDGKKHETAQKSDKADKTKTAEKEKSEKSGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITEIMTDNG 320
NTDB id 1129 NGFG RS01435 WP 003687618.1 AEGKKTAEKDRSDGKKHETAQKTDKADKTKTAEKEKSGKAGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITEIMTDNG 311
consensus !!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KVYRVKSSNYKNARDAERDLNKLRVHGIAGQVTNE
NTDB id 222699 A6J50 RS01020 WP 080542314.1 KVYRVKSSNYKNARDAERDLNKLRVHGIAGQVTNE 355
NTDB id 1129 NGFG RS01435 WP 003687618.1 KVYRVKSSNYKNARDAERDLNKLRVHGIAGQVTNE 346
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


