
logo MNKTLWKRQVFRHTALYATAI LMFSHTGGGGAMQAQTQTQTHKYAI IVMNAEQRNLQLPEVKGWGNDGQYQSSTI
L
K
T
D
HKDSNREREKFVIHYNTKSDGFRGGLA

NTDB id 222688 A6J49 RS13145 WP 192941149.1 MNKTWKRQVFRHTALYTAILMFSHTGGGGAQAQTQTQTHKYAIVMNAQNLPEVKWGDQYQSLTHKSNEREVIHTSGFGLA 80
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGAMA....QTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRGG. 75
consensus !!!! !!!!!!!!!!! !!!!!!!!!!!!! !****!!!!!!!*!! ! *!!! !! ** *! !! !* ! *

logo

KKG
S
G
I SFVFSFDNNTDETLVVASEQKQKRDGTAVVFGATATYLPPYGKVSGFDATADGKLQTEKRKNNALVDQWIGHTTKQATGLAVGYASYETDGSVI

TCRSSGNGQCPQTLVAV
NTDB id 222688 A6J49 RS13145 WP 192941149.1 KKSISFSFNNTDEVVAEKKDTVVFGAATYLPPYGKVSGFDTAKLTERKNALDQIGTTKTGLVGYSYEGSTCSSGGCPTVA 160
NTDB id 1090 CAA90909.1 1..3114( ) ..GGSVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRSNQCPQLV 153
consensus ** ! ! !!! *! * ! !!! !!!!!!!!!!!!!! ! ! !!*! !*!! !! !! ! ! ! !! *

logo YERTKQFSTFDGGNI
S
G
SLAKKANAGGGSLDI

R
H
Y
E
PDKPSRDENSP IYKLKDHPWLGVSFNLGGSENSSTFVKDPGKKRSFQGNKSL IVSSFSEDGNVNTNQQNTGIAGS

NTDB id 222688 A6J49 RS13145 WP 192941149.1 YRTQFTFGNSSLAKKANGGGLDIYEDKSRDNSPIYKLKDHPWLGVSFNLGGESSFKPKR.QGSLVSSFSEDVTQQNGAGS 239
NTDB id 1090 CAA90909.1 1..3114( ) YETKFSFDGIGLAK..NAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTI... 228
consensus ! ! !*! !!!**!*! !! **!*!!*!!!!!!!!!!!!!!!!!!!! ! * !* ** !*!!!!! *! ***

logo

QHKDKNLVV
Y
S
TTDTDRGYHKS IQNSLNKSDNHWKQDREKHHTAMVAFYYLNAKLHLLDKKGHI EKDNIAVQGKTVDNLGI

TLKRPTR I
VEAPTEVARWKRGRENLSLNFNFNWAGST

NTDB id 222688 A6J49 RS13145 WP 192941149.1 QHKDKNLVYTTDDYKSQNNKNHQDKHHAVAFYLNAKLHLLDKKHIKNIVQGKTVNLGILKTRIEPTEAWKRRNSNFFNGS 319
NTDB id 1090 CAA90909.1 1..3114( ) ........VSTTRGHSISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVR..RGELLNFWAT 298
consensus ******** *! *! * !*!*!*!!!!!!!!!!!!*! ! !!!!! !! !**!*!*! **! ! **

logo WKTI
YEDEKGNTI

V
S
TVKRLGKLPEVKAGRC I

VNAKANNPNPKNAKAPSPALTAPALWFGPVKQDNGKAVEQMYSASVSTYPDSSSSR I FYLQNLKR
NTDB id 222688 A6J49 RS13145 WP 192941149.1 WTYEEKGTVSVKLKLPEVKAGRCINANNPNPKAKAPSPALTAPALWFGPVQNGKVQMYSASVSTYPDSSSSRIFLQNLKR 399
NTDB id 1090 CAA90909.1 1..3114( ) WKIEDKGNITVRLGLPEVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKR 378
consensus ! !*!! **!*! !!!!!!!!!*! !!!! !!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!*!!!!!!

logo KTDPGNKPGRHSLAEDTLATEKNSDI EKNSREQPNFTGRQTI IRLDNGGVQREQIKLDGRNNDTEVAVNFNGNDGKNNDTFGIVKSDEGLGSFVEMPDATSEW
NTDB id 222688 A6J49 RS13145 WP 192941149.1 KTDPNKPGRHSLADLAKSDIENRQPNFTGRQTIIRLDGGVQQIKLGRNNDEVANFNGNDGKNDTFGIVSEGSFMPDASEW 479
NTDB id 1090 CAA90909.1 1..3114( ) KTDPGKPGRHSLETLTENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEW 458
consensus !!!! !!!!!!! ! !! ! !!!!!!!!!!!! !!! !!! !!! !! !!!!!!! !!!!!!! * !! !!!

logo KKVLLPWTVRAGFSANDDGNKQFKNATFNKEENKNDGNKPKYSQKYRSRDNGNKGHERNLGDIVNSP IVAVGEYLATSANDGMVHI FKQSG
NTDB id 222688 A6J49 RS13145 WP 192941149.1 KKVLLPWTVRASNDDGQFNTFNKEE.KDGKPKYSQKYRSRDNGKHERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSG 558
NTDB id 1090 CAA90909.1 1..3114( ) KKVLLPWTVRGFADDNKFKAFNKEENNDNKPKYSQKYRSRDNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSG 538
consensus !!!!!!!!!!* !! ! !!!!!* ! !!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo GSDKRSYNLKLSYIPGTMPRKDIQNTESTLAKDELVRATFAEKGSYVGDRYGVDGGFVLRKVDENRLNGKQDNHRVFMFGAMGFGGRGA
NTDB id 222688 A6J49 RS13145 WP 192941149.1 GSDKRSYNLKLSYIPGTMPRKDIQNTESTLAKELRAFAEKSYVGDRYGVDGGFVLRKVER.NGKDHVFMFGAMGFGGRGA 637
NTDB id 1090 CAA90909.1 1..3114( ) G.DKRSYNLKLSYIPGTMPRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGA 617
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**! !!!! !!!!!!!!!!!!!!!!!* *!! *!!!!!!!!!!!!!!

logo YALDLSTKAIDGSGSDNGNLPATADVSLFDVKDHDNGKNNGNNGRVEKLGYTVGTPQIGKTHDGKYAAFLASGYATKDE IDITDSGQDHNKTALYVYD
NTDB id 222688 A6J49 RS13145 WP 192941149.1 YALDLSKIDSGNGNLADVSLFDVKHD.KNGNNGVKLGYTVGTPQIGKTHDGKYAAFLASGYATKDID.DQHNKTALYVYD 715
NTDB id 1090 CAA90909.1 1..3114( ) YALDLTKADGSD..PTAVSLFDVKDNGNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYD 695
consensus !!!!!*! ! *** !!!!!!!* * !!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! * *!!!!!!!!!

logo LEGSNSGTNNTL IKKI EVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNSMYRFDLSNSQDPNQQWSVRATI FEGTKP ITSAPAI S
NTDB id 222688 A6J49 RS13145 WP 192941149.1 LESSG..TLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGSMYRFDLSNQDPNQWSVRAIFEGTKPITSAPAIS 793
NTDB id 1090 CAA90909.1 1..3114( ) LEGNGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAIS 775
consensus !! !** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!*!!!!! !!!!!!!!!!!!!!!

logo QLKDKRVVI FGTGSDLSEDEDVDLNSMTESEQYIYGI FDDDTAVATNTNGVNTVKNFLSDGLSGGGLLEQEVLKRQRDNDEDNKTLFLTDYKRSDGSGNS
NTDB id 222688 A6J49 RS13145 WP 192941149.1 QLKDKRVVIFGTGSDLSEDDVLSTSEQYIYGIFDDDTVANNVNVKLSGLGGGLLEQELKQ..EDKTLFLTDYKRSDGSGS 871
NTDB id 1090 CAA90909.1 1..3114( ) QLKDKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATT.GTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGN 854
consensus !!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!! * ! ! !!!!!!! !* *** !!!!!!!!!!!!!!!

logo KGWVVKLKDGGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAI LG INTADGGKLTKKSARP IVPAEAENQTAVAQYSGHKKGI
T

NTDB id 222688 A6J49 RS13145 WP 192941149.1 KGWVVKLKGGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPAENQAVAQYSGHKKGI 951
NTDB id 1090 CAA90909.1 1..3114( ) KGWVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGT 934
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!

logo NGKS IP IGCMQKGSNE IVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMND
NTDB id 222688 A6J49 RS13145 WP 192941149.1 NGKSIPIGCMQKGNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMND 1031
NTDB id 1090 CAA90909.1 1..3114( ) NGKSIPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMND 1014
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

<0

logo LDSLDITGPTCGMKRI SWREVFYO
NTDB id 222688 A6J49 RS13145 WP 192941149.1 LDSLDITGPTCGMKRISWREVFY. 1054
NTDB id 1090 CAA90909.1 1..3114( ) LDSLDITGPTCGMKRISWREVFY* 1037
consensus !!!!!!!!!!!!!!!!!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


