
logo MRKQNTLTGIPTSDGQRGFSALF IVLMVMIVVAFLVVTAAQSYNTEQR I SANESDRKLALSLAEAALREGEFLQVLDLEYDTAT
NTDB id 222668 A6J49 RS08120 WP 105165303.1 MRKQNTLTGIPTSDGQRGFALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGELQVLDLEYDT 80
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTA 80
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo DSKVTFSENCEGKGLCATAVNVRTNNTNHDGNEEAVFDGNIVVQGKTPTVEAVKRSCPAKNSGKNSTDGLC IDKNKQGMVEYEKKGTGRNSVSKM
NTDB id 222668 A6J49 RS08120 WP 105165303.1 DSKVTFSENCGKGLCAAVNVRTNTNHDNEEAFDNIVVQGKPTVEAVKRSCPAN....STDLCIDKKGMEYKKGTRSVSKM 156
NTDB id 1139 NGFG RS02435 WP 003687918.1 DSKVTFSENCEKGLCTAVNVRTNNN.GNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEYEKGTGNVSKM 159
consensus !!!!!!!!!! !!!! !!!!!!! !* !!! ! !!!!!! !!!!!!!!!!!! ****!! !!!! !*!! !!! !!!!

logo PRYI I EYLGEVKNGNEQNI
VYRVTAKAWGKNANTVVVLQSYVGSNNDEQ

NTDB id 222668 A6J49 RS08120 WP 105165303.1 PRYIIEYLGVKNGENVYRVTAKAWGKNANTVVVLQSYVSNNDE. 199
NTDB id 1139 NGFG RS02435 WP 003687918.1 PRYIIEYLGEKNNQNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus !!!!!!!!! !! !*!!!!!!!!!!!!!!!!!!!!!! !!!!*
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