
logo MFYLYQSNRLESTLAALFAR IQKVKPLKCSALQPEQI IVVQSQGMRRYLNTCLARDLGVAANLASFSLPAGLTWKLMKKL IPGI
NTDB id 222639 A6J48 RS10630 WP 105182967.1 MFYLYQSNRLETLAALFARIQKVKPLKSALQPEQIIVQSQGMRRYLNTCLARDLGVAANLSFSLPAGLTWKLMKKLIPGI 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo PELSPFAPEVMRWRLLDLFRSAEAEFQRNGTAEFEDVRNVLQDYLGSGESADYQLAGQLADI FDQYLVYRPQWIDAWQQGR I
RLG

NTDB id 222639 A6J48 RS10630 WP 105182967.1 PELSPFAPEVMRWRLLDLFRSEAFRNTAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRRLG 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG 160
consensus !!!!!!!!!!!!!!!!!!!!! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo LGDDE IWQSKLWRYLDDGRQSAPHRVALWEKLLAALESLDSKDKLPERYFVFGI STMAPMYLQLLHKLSEHCDVFVFALNP
NTDB id 222639 A6J48 RS10630 WP 105182967.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALESLSKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNP 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAAL...DKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNP 237
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SGMHYWGNVI EAAQI LKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEME I EEGETPVFEEGGRDTLLHALQTDIQNLKMPS
NTDB id 222639 A6J48 RS10630 WP 105182967.1 SGMYWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEGETPVFEEGGRDTLLHALQTDIQNLKMPS 320
NTDB id 1133 OK783 RS06970 WP 010951252.1 SGMHWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEEGGRDTLLHALQTDIQNLKMPS 317
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ENVGSVGNTDGDGS ICR IVSAHSPLRELQI LKDKLLKI LHEHPDWQPHDIAVLTPNI EPSYTPF I EAVFGQAQPGAQALPYSVS
NTDB id 222639 A6J48 RS10630 WP 105182967.1 ENVGSVNTGDGSIRIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIESYTPFIEAVFGQAQPGAQALPYSVS 400
NTDB id 1133 OK783 RS06970 WP 010951252.1 ENVGSVGTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVS 397
consensus !!!!!! ! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo DVKI SRRQPFLFHYALESCLVFSDLLESRFEVDGKVLALLE I
TAPVLRRFGLTEGDDLPLLHDMVADLNVHRWGLDGEMRGGTDQLFTW

NTDB id 222639 A6J48 RS10630 WP 105182967.1 DVKISRRQPLFHALSCLFDLLESRFEVDKVLALLEIAPVLRRFGLTEDDLPLLHDMVADLNVRWGLDGEMRGGTDQLFTW 480
NTDB id 1133 OK783 RS06970 WP 010951252.1 DVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTW 477
consensus !!!!!!!!! !*!! !* !!!!!!!!! !!!!!!! !!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo KQAAVDERMI LGWMLPEGGNPMWQDVSAWYADVNQTALMFGRFAAFLLETLSDIAVR IWRQPATI
VGEWVARCRDLLETLFQAEGAPD

NTDB id 222639 A6J48 RS10630 WP 105182967.1 KQAVERMILGWMLPEGGNPMWQDVSAWYADVNQTALFGRFAALLETLSDIVRIWRQPATIGEWVARCRDLLETLFQAEAD 560
NTDB id 1133 OK783 RS06970 WP 010951252.1 KQAADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQAGPD 557
consensus !!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!!! *!



logo DQKASVQNLENEWVKWQAEESTETLAGQFFSGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDF
NTDB id 222639 A6J48 RS10630 WP 105182967.1 DQKSVQNLENEWVKWQAETELAQFSGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDF 640
NTDB id 1133 OK783 RS06970 WP 010951252.1 DQKAVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDF 637
consensus !!! !!!!!!!!!!!! !* !! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PRNTKAAVFDL IVAKHPAKGDRARRDDDRYLFLEAL I SARE I LYLSYIGRDIRKDEELAPSSSLLGEL IDTVAAMATGI
T
G
NSRQ

NTDB id 222639 A6J48 RS10630 WP 105182967.1 PRNTKAAVFDLIAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELAPSSLLGELIDTVAAMAGIGSRQ 720
NTDB id 1133 OK783 RS06970 WP 010951252.1 PRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGTNSRQ 717
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!! ! !!!

logo LAQNLWI EQHPLQAFSRRYFQEGGRSDGI FGTRTDYAATALGQTPEPPQPFFDQPVENAEPVAE IGQDEF IRFWRNPVKVWL
NTDB id 222639 A6J48 RS10630 WP 105182967.1 LAQNLIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYATALGQTPEPPQPFFDQPVENAEPVAEIGQDEFIRFWRNPVKVWL 800
NTDB id 1133 OK783 RS06970 WP 010951252.1 LAQNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVENAEPVAEIGQDEFIRFWRNPVKVWL 797
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QQQLAWSEPHIGEAWEPAEPFEPQHADEQIAETYI EGARREGQRDFASQTAAR IAGAESLLPSGELGKRLWQQNSFQTAAKQIDTAV
NTDB id 222639 A6J48 RS10630 WP 105182967.1 QQQLAWSEPHIGEAWEPAEPFEPQHADQIAETYIEARREGRDFAQTAARIGAESLLPSGELGRLWQQNFQTAAKQIDTAV 880
NTDB id 1133 OK783 RS06970 WP 010951252.1 Q.QLAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAKQIDTAV 876
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!!!! !! !!!!!!*!!!!!!!!!!!*!!!! !!!!!!!!!!!!

logo LNSPKLPPFLPSYAIPSDGQI LKGSLGNLYRCGQVFYAYGKPNAPQRI
VAFLLEHL I FCAVMPSEAETRQTF IVQSGETE I

VLA
NTDB id 222639 A6J48 RS10630 WP 105182967.1 LNSPKLPPLSYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRIAFLLEHLIFCAVMPSEAETRQTFIVQSGETEILA 960
NTDB id 1133 OK783 RS06970 WP 010951252.1 LNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQSGETEVLA 956
consensus !!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo E IAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGNSKVSKGQKDYTEVALVFGNAS
NTDB id 222639 A6J48 RS10630 WP 105182967.1 EIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGNKVSKGQKDYTEVALVFGNAS 1040
NTDB id 1133 OK783 RS06970 WP 010951252.1 EIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVSKGQKDYTEVALVFGNAS 1036
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo QNPLEQPLFENLARLLADTLAAAEKREGATGAA
NTDB id 222639 A6J48 RS10630 WP 105182967.1 QNPLEQPLFENLARLLADTLAAAEKREGAGAA 1072
NTDB id 1133 OK783 RS06970 WP 010951252.1 QNPLEQPLFENLARLLADTLAAAEKREGTGAA 1068
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!
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