
logo MF
G
K
W
L
Q
K
N
L
R
G
KWKRPRHNGPVVYI

L
F
L
LF
V
A
VLAGLL IVAAIAVVFIGTI

Q
G
L
K
R
VDPLGLG

S
H
Q
P
S
I
L
A
IRPSLDKPLPQHQEPEQIQI

V
K
Y
F
V
H
N
L
MNHNASKPAGAHDSFYI

Q
D
EPDYRDPFYKTREQGDEDNFL

NTDB id 22241 TLL RS11885 WP 011058172.1 MFWQKLKWRRHGVYLLLFVLGLLIAAVVFTQLR......SHPIIRPSLKPLPQHPQ..IKVHMNHSPAHSYQEPYRPYTREGEDL 77
NTDB id 1416 SGL RS14595 WP 010873643.1 MGKLNRGWKPNPVVIF.VALALLVAIAVIGIGKVDPLGLGQSLARP..DPLPQQEEIQVYFNLNNAKGADFIDPDRDFKRQGDNF 82
consensus ! !****! * * !*!!*! ! ******* *** !!** !!!!** *** **!* *** * *! !** ! !*

logo EAQI IMI
LEQIADKQAQKSSTIDLVAVQEFLRLPNR I

LAKQALAVETKRQKQATGVRVRLVLMENTYNTAQPTI
W
A
K
E
K
A
Y
T
V
A
E
A
T
E
Q
VRAMDPK

R
D
M
P
R
E
FRYNRDGPWKLALYLVDQTNGQDG

NTDB id 22241 TLL RS11885 WP 011058172.1 EAIMIEQIAKAQKSIDVAVQEFRLPNLAKALATRQQAGVRVRLVMENTYTAPWAKYTAAQVRAMDPRMRERYNDWKALVDTNGDG 162
NTDB id 1416 SGL RS14595 WP 010873643.1 EQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVETE......KDPFRYRGPLAYLDQNQDG 161
consensus ! !**!!! !! *!!*!!!! !!! *! !! *! !!!!!!!*!!!! * ******* * !! * ! *! ! !!

logo

Q
R
I
LSAPAELSASDERDAVI

Q
E
TI LNRETAQKIPLW IDDTAEDGSKGSGMLMHHKF IMVI

LDNKRQTVIAVTSTANFTLPSDQVHGDLYDGDRNPDFTRGNANNSLLVVI
V
D
QSPAV

NTDB id 22241 TLL RS11885 WP 011058172.1 QLSAAELSDRDVQTILNEAKIPWIDDTADGSKGSMLMHHKFIVIDNRQVIATTANFTLSDVHGDLGRPDTRGNANSLVVIDSPAV 247
NTDB id 1416 SGL RS14595 WP 010873643.1 RISPAESAERDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYDDNFTRGNANNLLVVQSPAV 246
consensus *!*!! *!! !! !!! !!!! !!!!!! !!!!!!*!*!!* !! !*!!!!*!! !!! * !!!!!! !*!* !!!!

logo AHRLFTEEFNLML
MWGDGPGAGEQKPDNSLRFGI

V
K
NKPSVRPAPKQRVLVAKVGDEATMTVTVKRFSPDTPRRAS IQPFWPVNTSTSTNGL IAGQI

YLGNQAQRQKIDQLMALFVFSDEQ
NTDB id 22241 TLL RS11885 WP 011058172.1 ARLFTEEFNMMWGDGPGGQPNSRFGVKKPVRPPQRVAVGDAMVTVRFSPTPRSQPWVTSTNGLIGQILGQARQKIDMALFVFSDQ 332
NTDB id 1416 SGL RS14595 WP 010873643.1 AHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSNGLIAQYLNQAQQKIQLALFVFSEQ 331
consensus !*!!!!!!!**!!!!!!* * ! !!* !! !!* * !!* !!!*!!! *! !** **!!!!*! ! !! !!! *!!!!!!*!

logo

A
ELSNVI

L
E
N
E
QRFHNQAQGTVEKI

V
K
RAL IDRGFAI FYRDYFYSEAGLDLML

MGVATLMALNTTQARQEGDNCLYEYEQAPAGNRSPWAPLNPLTEQFTVGTPALLPERGDKLHHKFYAGLVV
NTDB id 22241 TLL RS11885 WP 011058172.1 ELSNVLEERHNQGVKIRALIDRGFIYRDFSEALDMMGVAMANTTQARQGNCYYEAANRPWPNPLQTVGTPLLPEGDKLHHKYGVV 417
NTDB id 1416 SGL RS14595 WP 010873643.1 ALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLGVTLL.......EDCLEQPGNSPWALPTEFVGTPALPRGDKLHHKFALV 409
consensus !!!!* !** ! **!!!!!!! *! *!!*!!**!! * ******* ! **! !!* ! !!!! !! !!!!!!!***!

logo DDDRTVITVGSHNWSEPAANHRGNNDEFTLVLVI
L
E
Q
H
N
A
P
Q
T
I
VAAHYEQREFLDERLYASNVSTERLYGLPPQTYVQRADRIDQQRQELQTETCAGGNP I

R
A
P
S
T
P
R
K
V
A
P
PASAL

N
A
R
A
K
A
PTP

NTDB id 22241 TLL RS11885 WP 011058172.1 DDRTVIVGSHNWSEAANRGNDEFLLVIEHPTVAAHYEREFERLYSNSRLGLPQYVRDRIQQQLTTCGGPIATRVAPASANRAPTP 502
NTDB id 1416 SGL RS14595 WP 010873643.1 DDDTVITGSHNWSPAANHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQARIDRQEQECANPRPSPKP....LAKATP 490
consensus !! !!! !!!!!!*!!!* !!! *!!* ** *!!!! !! *!!! * !!!* ! !! ! !* ! *** ***** *!!

logo

N
T
R
S
L
RVNLNRTAGSTAQAEELESTLPGI

VGPSKSLTAAEEKI IRSATREHQKAPFQTSLAEDLDGARVKPGI
VGPKSKL ILEGRLRDGKRVTW

NTDB id 22241 TLL RS11885 WP 011058172.1 TSRVNLNTATAAELETLPGVGSKLAAEIIRAREHKPFQSLADLDAVPGVGPKLLERLRDRVTW 565
NTDB id 1416 SGL RS14595 WP 010873643.1 NRLVNLNRGSQEELESLPGIGPSTAEKIISTREQKAFTSLEDLGRVKGIGPSKIEGLRGKVTW 553
consensus !!!! ** !!!*!!!*!* ! !! !!*!*! !! !! !*!*!! *! !! *!!!



X non conserved

X similar

X ≥ 50% conserved


