
logo MKRRKMLNVPKGGSYDGMKGFTI IVEFLVAGLMLSMVIVL IMAVGVSSYFTSRKLNDAANERLAEQQDLRNAATL IVRDARMAGSFG
NTDB id 222178 A6J53 RS09720 WP 002256547.1 MRRKMLNVPKGSYDGMKGFTIIEFLVAGMLSMIVLMAVGSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFG 80
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFG 80
consensus !*!!!!!!!!! !!!!!!!!!*!!!!!!*!!*!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CFNMSEHI EGNSDVVFPNVAQKNAPLFSLKKRNRSTNSTNKL IP ITESPSDNINYQNFFQVGSSAL I FQYGIDDVDNASATADTTVVSSCAA
NTDB id 222178 A6J53 RS09720 WP 002256547.1 CFNMSEHIESDVVPNVAQKNPLFSLKKR..NSTNKLIPITESSDINYQNFFQVGSALIFQYGIDDVNASTATTVVSSCAA 158
NTDB id 1138 NGFG RS02430 WP 003694978.1 CFNMSEHIGNDVVFNVAQKNALFSLKRNSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTTVVSSCAA 160
consensus !!!!!!!! !!!*!!!!!!*!!!!!* **!!!!!!!!!!!!* !!!!!!!!! !!!!!!!!!!!! !! !!!!!!!!!

logo I SKPGKQIPTLEDNAKKELKIQSDNQSDKEQNGNIARQRHVVNAYAVGKIADGEEGLFRFQLDDKGKWGNPQLLAVKKVKRRMERVRY
NTDB id 222178 A6J53 RS09720 WP 002256547.1 ISKPGKQIPTLEDAKKELKISDQDKEQNGNIARQRHVVNAYAVGKIADEEGLFRFQLDDKGKWGNPQLLVKKVRRMEVRY 238
NTDB id 1138 NGFG RS02430 WP 003694978.1 ISKPGKQIPTLENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQLLAKKVKRMRVRY 240
consensus !!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!! !!!*!! !!!

logo IYVSGNCPEDDEDATGKEEQTFKYTDKFDSAQNASVTPAGVEVLLDSSGSTDATKIAASSDNHI IYAYR IDNATIRGGNVCANRTL
NTDB id 222178 A6J53 RS09720 WP 002256547.1 IYVSNCPEDDDTGKEETFKYTDKFDSAQNAVTPAGVEVLLSSGTDTKIAASSDNHIYAYRIDATIRGGNVCANRTL 314
NTDB id 1138 NGFG RS02430 WP 003694978.1 IYVSGCPEDEDAGKEEQFKYTDKFDS...SVTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANRTL 313
consensus !!!! !!!!*! !!!! !!!!!!!!!*** !!!!!!!!!! !!*! !!!!!!!!*!!!!!! !!!!!!!!!!!!!!
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