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NTDB id 222155 A6J53 RS03520 WP 002256261.1 MFSFFRRKKKQETPALEEAQIQETAAKAESETDQVIENIKEDAESLAESVKGQVESAVETVSGAVEQVKEAVAEMLSEAE 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!! !!! !** !!!!! !!!!!!!!! !!!!!!!!!!!!!!!! !!!!*!!!

logo EAAEKAAEQRVEASAKEAI
VAETVGEAVGQVQEAVAEAVATTEEHKLGWAARLKQGLATKSRDKMAKSLAGVFGGGQIDGEDLYE

NTDB id 222155 A6J53 RS03520 WP 002256261.1 EAAEKAAEQVEAAKEAIAETVGEAVGQVQEAVAEAVATTEEHKLGWAARLKQGLTKSRDKMAKSLAGVFGGGQIDEDLYE 160
NTDB id 1118 NGFG RS11455 WP 003696286.1 EA....AERVESAKEAVAETVGEAVGQVQEA....VATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYE 152
consensus !!****!! !! !!!!*!!!!!!!!!!!!!!****!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!

logo ELETVL ITGSDMGMEATEYLMKDVRDGRVSLKGLKDGNELRGALKEALYDL IKPLEKPLVLPETKEPFVIMLAGINGAGKTT
NTDB id 222155 A6J53 RS03520 WP 002256261.1 ELETVLITSDMGMEATEYLMKDVRDRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTT 240
NTDB id 1118 NGFG RS11455 WP 003696286.1 ELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTT 232
consensus !!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo S IGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGEGRNNVTVI SQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPT
NTDB id 222155 A6J53 RS03520 WP 002256261.1 SIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGERNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPT 320
NTDB id 1118 NGFG RS11455 WP 003696286.1 SIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPT 312
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QLHLMEE IKKVKRVLQKAI
MPDGAPHE I IVVLDANIGQNAVNQVKAFDDALGLTGL IVTKLDGTAKGGI LAALASDRPVPVR

NTDB id 222155 A6J53 RS03520 WP 002256261.1 QLHLMEEIKKVKRVLQKAMPDAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVR 400
NTDB id 1118 NGFG RS11455 WP 003696286.1 QLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVR 392
consensus !!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YIGVGEGIDDLRPFDARAFVDALLD
NTDB id 222155 A6J53 RS03520 WP 002256261.1 YIGVGEGIDDLRPFDARAFVDALLD 425
NTDB id 1118 NGFG RS11455 WP 003696286.1 YIGVGEGIDDLRPFDARAFVDALLD 417
consensus !!!!!!!!!!!!!!!!!!!!!!!!!
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