
logo

MEF
M
L
A
S
G
I
N
S

G
R
V
T
K
N
I
D
I
M
V

K
P
T

R
V
H
K
YCSFCNGEKNSVEQNDDEPQVRKRKI LIANGENDNDGNAVF ICENYECVAEGLASYQSE I IKRYGEEELKAEFEKVELPKQSHNATDELFSTKEDVI

P
T
KPKELKLDAI

V
YLNDQRSYVVI

NTDB id 1475 Cj0275 YP 002343717.1 MEFLSIGVKIMPRKCSFCNEVENPQRRILANENDDAFICEYCVEGAYSIIYGEEKEFKEPKQSHNTEFKDITPKELKAYLDRYVI 85
NTDB id 22187 SPYM3 RS03350 WP 002984948.1 ..MAGSRTNDIKVYCSFCGKSQDDVKKIIAG..NNVFICNECVALSQEIIKEELAEEVL.....ADLTEVPKPKELLDVLNQYVV 76
NTDB id 379 SMU RS04375 WP 002262816.1 ..MAGNRTNDVTVHCSFCGKNQDEVKKIIAG..NGVFICNECVELSQEIIREELAEEVL.....ADLSEVPKPKELLAILDSYVI 76
consensus *** ***** * !!!!** ******!*!* * *!!!**!!*****!!**!**!*** ********!!!!***!* !!*

logo GQDRAKKRVAFLASVGAVYNHYKR I
L
V

F
S
K
F
A
TELSQRQDDQDDTVEDLFQKSNI LLMVIGPTGSGKTLFLAQTLAKFSLDNVP I

FA ICADATASLTEAGYVGEDVENI L
NTDB id 1475 Cj0275 YP 002343717.1 GQDRAKKVFSVGVYNHYKRLFKAEL.QDDDTELFKSNILLVGPTGSGKTLLAQTLAKFLDVPIAICDATSLTEAGYVGEDVENIL 169
NTDB id 22187 SPYM3 RS03350 WP 002984948.1 GQDRAKRALSVAVYNHYKRVSFTESRDDDDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATSLTEAGYVGEDVENIL 161
NTDB id 379 SMU RS04375 WP 002262816.1 GQDRAKRALAVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENIL 161
consensus !!!!!!****!*!!!!!!!****!* *!*!**!*!!!!!**!!!!!!!!*!!!!!!!*!*!!*!!*!!!*!!!!!!!!!!!!!!!

logo

T
L
R
KLLIQAADGYDNVQERAQEKRGIVI FY I

VDE IDKIARKMKSGENRVS ITRDVSGEGVQQALLKI I EGSTLVVANS IVPPRQGGRKHPQNQEFMIQIDTSKNI LFVICV
NTDB id 1475 Cj0275 YP 002343717.1 TRLLQAADGDVQRAQKGIVFIDEIDKIARMSENRSITRDVSGEGVQQALLKIIEGSLVNIPPRGGRKHPNQEFIQIDTSNILFVC 254
NTDB id 22187 SPYM3 RS03350 WP 002984948.1 LKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPNQEMIQIDTKNILFIV 246
NTDB id 379 SMU RS04375 WP 002262816.1 LKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQIDTKNILFIV 246
consensus **!*!!!!**!*!!**!!***!!!!!!!***!!*!!!!!!!!!!!!!!!!!!!!!*****!!*!!!!!!*!!*!!!!!*!!!!**

logo GGAFDGLI EDETI LVKRQKRLGDEKI
V
V
IGFFGDQDNANSRKEKIDEDQNAKSASLYLMEQKE I EIPSDEDLIVQHKFGL IPELF IGRLHPVI

L
VASALNEEQLTNETVDESDML IVKQR I LTEPRKNAI

L
I
VKQ

NTDB id 1475 Cj0275 YP 002343717.1 GGAFDGLETILKRKLGDKVVGFFDDAKE..ENKALLEKIEPDDLVHFGLIPELIGRLHVIASLNELNEEDMVRILTEPKNAIIKQ 337
NTDB id 22187 SPYM3 RS03350 WP 002984948.1 GGAFDGIEEIVKQRLGEKVIGFGQNSRKIDDNASYMQEIISEDIQKFGLIPEFIGRLPVVAALEQLNTSDLIQILTEPRNALVKQ 331
NTDB id 379 SMU RS04375 WP 002262816.1 GGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQLTVDDLVKILTEPKNALVKQ 331
consensus !!!!!!*!*!*!**!!*!**!!*** ****** *****!***!***!!!!!!*!!!!*!*!*!**!* *!***!!!!!*!!**!!

logo YQAKTLFLAS IYDGVNELAEKFEDEKQDEALEQRAIANQLKALI ERKTGARGLRS I I EEMTMVLDI
LMFELIPESYQKEDYVDTCIKVI

R ITKAEKVAVKEDGKNTADSKAP I
L
VL IEKTRAKS I S

NTDB id 1475 Cj0275 YP 002343717.1 YQKLFAIDGVNLKFEEDALRAIAQLALERKTGARGLRSIIEEMMVDLMFELPEYKDYDIVI.TKEVVKDNAKALLIKRKIS 417
NTDB id 22187 SPYM3 RS03350 WP 002984948.1 YQALLSYDGVELAFDKEALEAIANKAIERKTGARGLRSIIEETMLDIMFEIPSQEDVTKVRITKAAVEGKSKPVLETA... 409
NTDB id 379 SMU RS04375 WP 002262816.1 YQTLLSYDGVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCVRITKKAVEGTDKPILETAS.. 410
consensus !! !***!!!*! !* *!! !!!**!*!!!!!!!!!!!!!!!*!*!*!!!*!***!** !**!! *!** !**!***

X non conserved

X similar

X ≥ 50% conserved


