
logo MLAELS IKNFAI I EELTVSFEKRGLTVLTGETGAGKS I I IDA I
VSLLVGGRGSSEFYVRYGEAKKRAELEGLFLLDESGHPVFLDGLVCATELQGI

NTDB id 221640 BLMD RS13260 WP 048349987.1 MLAELSIKNFAIIEELTVSFEKGLTVLTGETGAGKSIIIDAVSLLVGGRGSSEYVRYGEKRAELEGLFLLDSGHPVFDLCTELGI 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVCAEQGI 85
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!! *!!!!!!!!!*!!!!! *! ! !!

logo

D
E
A
VSDDEMIVMRRDINSATNSGKS IVCRVNGKLVTIAASLRE I

VGRLLLDIHGQHDNQLLMEDEHNHLQLLDKRFAGAEE I
VEHSALKATYQEGVYQSRYMV

NTDB id 221640 BLMD RS13260 WP 048349987.1 EASDDMIVMRRDINANGKSICRVNGKLVTIAALREVGRLLLDIHGQHDNQLLMEDEHHLQLLDRFAGEEIEHALKAYQEVYSRYM 170
NTDB id 352 BSU 24240 NP 390304.2 DVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRYV 170
consensus * !!*!!!!!!!! !!!*!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!! !*!*!!! !!! ! !!*

logo

D
K
L
V
L
MKKLVKEQLSESEQEMAHRLDL IQFQLDEE I ESAKNLELPKNEDELQLQEERQRQIASNFEKIYEASLQNAYNALRNSEQAGGLDWVGMASASEQLE

NTDB id 221640 BLMD RS13260 WP 048349987.1 DVMKKVKELSESEQEMAHRLDLIQFQLDEIESANLEPKEDELLQEERRQIANFEKIYEALQNAYNALRNEQAGLDWVGMASSELE 255
NTDB id 352 BSU 24240 NP 390304.2 KLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQLE 255
consensus **!!*! !!!!!!!!!!!!!!!!!!!*!!!!! !!* !!! !!!!! !! !!!!!!! !!!!!!!!! !!*!!!!!!!!! !!

logo

D
N
I
VSDGINEGPLKNKMVSESVASNASYYI

LLEDASTFQI
MRNMLDELEFYDPERLDNYI ESTRLNE IKQLKRKYGATVEDI LQAEYASASKI EEE IDQR I ENR

NTDB id 221640 BLMD RS13260 WP 048349987.1 NVSGINEGLNKVSESVANAYYILEDSTFQIRNMLDELEYDPERLDYIESRLNEIKQLKRKYGATVEDIQAYSAKIEEEIDRIENR 340
NTDB id 352 BSU 24240 NP 390304.2 DISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIENR 340
consensus *! !!!*! !*!!!! ! !!*!!! !!!*!!!!!!!!*!!!!! !!!*!!!!!!!!!!!!!!!!!!! ! !!!!!!! !!!!

logo DSHLQASLKKSERLDES IVGKDVAI
VEAANVSEQIRKKTWAEKKLADKEQIHQQRELKDSLYMEKSTFDTEFKQVKRKTAESRDNDEDEAPLVVNGMQPVQLTEKHQGID

NTDB id 221640 BLMD RS13260 WP 048349987.1 DSHLQALKSRLESIGKDVAIEAANVSEIRKKWAEKLAKQIQQELKDLYMEKSTFDTEFQVKKAERDDDAPVVNGMPVQLTKHGID 425
NTDB id 352 BSU 24240 NP 390304.2 DSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGID 425
consensus !!!!! !! !*!*!!!!!*!!!!!! !!! !! !!! !* !!! !!!!!!!!!!!! !* ! ! **!!*!!! !!!!! *!!!

logo

L
TVHKFL I STNTGEPLKSLSKVASGGELSR I

VMLAI
MKS I FSASQQDVTS I I FDEVDTGVSGRVAQAIAEKIHKRVS IGSQVLC ITHLPQV

NTDB id 221640 BLMD RS13260 WP 048349987.1 TVHFLISTNTGEPLKSLSKVASGGELSRIMLAMKSIFSAQQDVTSIIFDEVDTGVSGRVAQAIAEKIHRVSIGSQVLCITHLPQV 510
NTDB id 352 BSU 24240 NP 390304.2 LVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQV 510
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo AAMADTHLLYIATKEQLSKDGRTTTRSVKTPLSKQEKI
VAE IGRMIAGVEVTDLTKRHAKELLKNQADKLQVKTTG

NTDB id 221640 BLMD RS13260 WP 048349987.1 AAMADTHLLITKQSKDGRTTTSVTPLSKQEKIAEIGRMIAGVEVTDLTKRHAKELLNQAKLVKTTG 576
NTDB id 352 BSU 24240 NP 390304.2 AAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG 576
consensus !!!!!!!! ! ! !!!!!!! ! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!



X non conserved

X similar

X ≥ 50% conserved


