
logo MTSYSSPSQSKRKRSRTALVATLTRNTEYFSPFGNKLVAQGSGHYVDNASEQLMRLQAL IVEQSVKRKSTGKRPSLPTEEVLEKAS IVTGKREQLASPEFLLRQYKKNQQLFELK
NTDB id 221306 BMF81 RS11445 WP 006197908.1 MTYSSPQRRSTALTTRTEFSPFGNKLVQSGYVNSEQMRLALIESRKSGKPLTEVLESITGKQLAPEFLRQYKKQQLFELK 80
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
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NTDB id 221306 BMF81 RS11445 WP 006197908.1 ILYGVEFLDPEINQIGNPKACNLIHTLIPADICRRHRLVPLSRHDDQTPPSVLVAMVDPDNLEASDDLNRILRPQGLALK 160
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR 159
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NTDB id 221306 BMF81 RS11445 WP 006197908.1 CMVITQEDYQQLINLYLDDLAVRQKQLEK...EK.FTDINQDLENLDDIDIDDSSEEMEVDLGVVMKGAEDAPVINLVNR 236
NTDB id 1410 SGL RS13950 WP 010873519.1 RLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNK 239
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NTDB id 221306 BMF81 RS11445 WP 006197908.1 VLAKALHEGVSDIHIEPQEENLRIRFRKDGVLSEAFDPLPKKIVMAVTARFKIISNLDIAERRLPQDGRIRRLFEGRKVD 316
NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVD 319
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NTDB id 221306 BMF81 RS11445 WP 006197908.1 FRVNTLPSRYGEKVVLRILDNSSTQLGLDKLITDPETLQIVQDMVSRPFGLILVTGPTGSGKTTSLYSALAEKNSPGINI 396
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
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NTDB id 221306 BMF81 RS11445 WP 006197908.1 STVEDPIEYSLPGITQVQVIREKGLDFSTALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIA 476
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
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NTDB id 221306 BMF81 RS11445 WP 006197908.1 RLGEMGIEPFMVSSSLIGVLAQRLVRRVCSECRIPYTPTTEELARYGLSASQSASVTFYKANTLTLGEITEAKAINQEVC 556
NTDB id 1410 SGL RS13950 WP 010873519.1 RLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLAR.QKGNLC 558
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NTDB id 221306 BMF81 RS11445 WP 006197908.1 PKCNGSGYKGRCGVYEVMRITENLQTLINQEAPTERIKEVAVEEGMKTLLAYSLDLVRQGATTLEEVERVTFTDTGLEAE 636
NTDB id 1410 SGL RS13950 WP 010873519.1 QKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESE 638
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NTDB id 221306 BMF81 RS11445 WP 006197908.1 LKAKRKSGLTCVTCSAILQPEWLDCPYCMTPRFQD 671
NTDB id 1410 SGL RS13950 WP 010873519.1 MRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
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