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NTDB id 221302 BMF81 RS03285 WP 006195340.1 MVKSFNNLLSKFNKGVGIELTPERVNLVQLRKQRQGLKLAALTSVPVPAGVIVDGQIIDISTMAELIQQALAQSKIKTSR 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! ! ! * !!!*!*!!!!!!* !! ! ! !! * **! !* *! !*! * *!!*!! ! ! !
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VTDSTY
NTDB id 221302 BMF81 RS03285 WP 006195340.1 VATGVPGRDSIVRVIHVPAELDDKELRDMVLNHEAGLYLPYAREEADVDYQKLGYFVDDDGIEKVQVLLAATRKEITDTY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!*!! !* !*!** !!!!!!* !!!!!!!!!!!*!!!!!*!!! !*!!!!!! ! !*!!!!!!!!!! !!!*!*!!*!

logo LDSTFEQQAGLQVDI
VLE INSFAL IRTIRDEQLRQFGLSEREAAVLVVDI EFDSTE IAVI IL IVDNGVPQFSRSTVP IGTYQMQMNAI

LSRAMNS
NTDB id 221302 BMF81 RS03285 WP 006195340.1 LSTFEQAGLQVDILEINSFALIRTIRDQLRQFGLEEAAVVVDIEFDSTEIVILINGVPQFSRSVPIGTYQMQMAISRAMS 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus ! !! !!!!!!!*!!!!!!!!!!!!!*!!!!!! !!!!*!!!!!!!!!! !** !!!!!!!*!!!!!!!!! !*!!!!

logo LPPTSRDNMPEGI
LLQGMTVIPAVNTPQFLDGTGMQSTGQGVTADI

VNPGSLMANALLMRVLMGELTDELRRS IHNFYI
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NTDB id 221302 BMF81 RS03285 WP 006195340.1 LPTSRDMGLLQGMVIPANPLDGGQTGVTDINPSLAALLRVLGELTDELRRSIHFYISQSENLEVVEIFLAGPGGGLQQLD 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLD 320
consensus !!*!! * *!!!! !! * ! ! ! *!! * !!*!!*!!!!!!!!!!!*!!* !!! !!*! * !!!!!!!! !!!

logo EFYFSTQRLGS ILPTTVKQIDPFI EGAFLAS ILDQTVDEQEKNFYPSDKGI ERCPGSLAGI
T
I
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MREAV
NTDB id 221302 BMF81 RS03285 WP 006195340.1 EFFSQRLGLPTTQIDPIGFLSLQVDEEKYPKGERCGLGIILGLGMREV 368
NTDB id 1411 SGL RS10685 WP 010872897.1 EYFTQRLSIPTVKIDPFEALAIDTDQ.NFSDIERPSLATVLGLGIREA 367
consensus !*!*!!! *!! !!! ! * ! * ** !! !* *!!!!*!!
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