
logo MKMRNPQSHKGLVI LTFI SARKRIQLFGISLIMAGTALLIVLSAYIALMSAFILAMSLMQVPALYAALSKLAADQANVADNS IMLEQITKSNI
L
V
D
K
V
P
V
A
L
M
N
A
P
Q

I
L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
D
K
R
F
L
V
S
M
QFDSNEKGPVLASKPDQPALQPARQGSAFYI

T
Q
I
T
L
D
Q
E
K
N
QPPSAR I

L
A
V
I LDLF IPDGSKTVAGKDQMNQGKQI

L
A
G
K
P

SDKT
Q

NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILI..LISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILI..LISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNG.LPPQPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNG.LPPQPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNG.LPPQPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 221087 BVH74 RS06720 WP 080051648.1 .MPLTRKFSLAAVLALLS.PLALAANLQNLDVAALPGDRVELKLSFDEPLSDAPRGYTIDQPARIALDLPGVKNQLG..Q 76
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAAMFA.PALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
consensus * *** **** *** * *** ** ** ** ********** ! ** ! ** ***! !**!!* * * *

logo

R
K
S
L
N
S
K
T

K
R
I
P
E
S
T

I
L
V
G
S
T
A
Q

V
L
T
N
G
N
S
E
T
L
A
H
R
SS IYVTDNI

V
S
T
V
A
E
S
A
V
D
K
N
G
D
K
Q
DRASTVRVALVTI ILVENLDTKNTRDTALSSGVPASFYNSTGTSR I

T
V
D
A
EGSNHINTVLYFFYSIVLLKVLVIGNAGNS IQSAKPQSSANTGPTDSGALNSTYFKSVEANASTKPVAELPSVTVFAKASASPAAPSAPSWYARDQAPGIKQPAKIAVPT

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEVF................IT 142
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEVF................IT 142
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT...PV...................A 135
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK...PL...................P 135
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK...PL...................P 135
NTDB id 221087 BVH74 RS06720 WP 080051648.1 RSRELGLGNARSVNVVEANDRTRLIINLTNLVPYNTRIDGNHLYVLVGAQSAPGYSAAPASTASAPAASPSWRDAGQPAV 156
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASP.APASYAQPIKPK. 154
consensus * *** ** * !* ** *!*!****! ******!* * **** *

logo

S
T
N
V

A
P
S
Q
V

A
P
Y
S
V

A
P
V
P
N
A
G
P
Q
A
Q
G
K
P

H
R
Q
A
E
G
V
I
G
R
T
K
S

S
R
N
L
IGDFRQGR I

G
A
S
E
K
Q
Q
G
G
EGNRLVI

L
V
V
IDVLQLSGDAPSTSTGNLITRSPPIVDI

VTQEQVQGGKSREKI
V
R
V
I
L
V
D
N
R
T
F
A
I
L
P

D
K
N
G
I
T
Q
R
K
L
IPDLTAPNHLMRAKVRRYLNDTVTKNSDFHASTPVANSQFISVINTDSMAQSYASQNQTEDKSG

NTDB id 1257 GCO85 RS04855 WP 163621000.1 NQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEG 222
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEG 222
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TSAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDG 215
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDK 214
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDK 214
NTDB id 221087 BVH74 RS06720 WP 080051648.1 SAPAAGGRAITSLDFQRGEQGEGNVIIDLSDASIRVDVQEQGGRVRLNFPDTRLPDPLRVRLDVKDFATPVNFINASSTS 236
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .PYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQS 233
consensus ** ** ***!*******! !**!**** ***!****! **** ** ***! ! *!*** !!**!!* * * **

logo

D
G
K
S

G
N
R
K
V

A
T
V
G
R
S
V
M
I
S
TI ELQPSTKSGLYDSYDGEHYFLMTAVYQTVADNEKNQRKFL IMTI

V
D
S
F
I
V
L
F
KRPMLPQTRTADANKEDVNEAIDEVRLRTQNARSRSLKAKLYNDKAKNTFPQATVNFYSTGENKRKI

LSLDNFQNDIDSE I
VRASRVLQL ILADFTNDGLINLMVTVAASDKTS

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDK 302
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDK 302
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADS 294
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADS 293
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADS 293
NTDB id 221087 BVH74 RS06720 WP 080051648.1 SGASISIEPSGYYEHLTYQADNRLIVSFKPLTRAEADQRRADAFTYTGEKLSLNFQDIEVRSVLQLIADFTDLNLVASDT 316
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDT 313
consensus * **! **! !*** !!************* * * * **! **!!*!!*!**! !!!!*!!!!**!*!**!*



logo VQGSDNITLHRLNQKNDI
VPWDQALDLIVI LTKTQKNGLDQKRKR I

L
K
NGNVLMIWLVIDATPAKVSDASE I

M
L
A
D
I
A
K
S
A
M
REREDQEQEALEKSAI

V
Q
K
R
Q
A
T
Q
S
I
T
A
E
V

E
KLEAP I

LQRRSTDEYL I LQI
V
L
K
NYAKAGADI EMA

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIA 382
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIA 382
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIE 374
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIM 373
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIM 373
NTDB id 221087 BVH74 RS06720 WP 080051648.1 VQGSITLRLQNVPWDQALDLVLKTKGLDQRRIGNVLLVAPADEIAARERQELESQRQIAELAPLRRELIQVNYAKAADIA 396
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIA 393
consensus !!!*!!!*!***!!!!!!!**!*!**!!*!* !!!***** *** * !******* ** *!*!*****!***!!!!*!!*

logo

G
V
KLFIAQKTDSQKVGRQSTASNDSNDGSGSTNQSGENLSQNHTSGGGTSTSTNGLSNATTGVEDPSLGDNSNVGGTSKLEGLGQSGQDPRGKSTI STLQVDPADRTNSTLIWIAIMYQNEQDPTSAGQDETQRSKLI EDQELVIRERKI

L
M
V
I
S
T
K
D
L
QLDVIQPV

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLIKDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPV 431
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLIKDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPV 431
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPV 445
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQV 453
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQV 453
NTDB id 221087 BVH74 RS06720 WP 080051648.1 KLFASVTANDS..............................GQQRGSITVDDRTNSIIAMETQDKLDELRRIVTQLDIPV 446
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KLFQSVTSDGGQE..........................GKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPV 447
consensus !* ** **** !!*!**!*!!!******** *****!*** *!!**!

logo

R
KQVLMVI EAR IVREVANSTKVTDGSYFDTSQKASDEMILG I

V
K
RWGGVIANSLVYRSHWPQKMTGGHIDNLTQRSNNSNNFWLSTLGVFYGTGKLSDETGENATI

S
N
L
E
G
W
I
V
L
D
K
A
D
R
N
D
E
G
L
D
E
T
R
D
G
N
A
E

A
M
P
D
N
S
K
C
S
T
K
A
G
N
D
P
R
E
F
I
T
A
Q
TGRSAGCGRNYKVTFLVYPTTLITEGRTRSLEKPNRSVLPNPDSTLNAPLAFNAVPDL

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS......GTLEGANELARGTAP.......ANVVPLERRLNLDLAAVPL 498
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS......GTLEGANELARGTAP.......ANVVPLERRLNLDLAAAPL 498
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLW..NLRNPDSN.....GTYTI...ERPDNLNVDL 515
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLW..NLREPKKDETTGGYKYTI...ERPDNLNVDL 528
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLW..NLREPKKDETTGGYKYTI...ERPDNLNVDL 528
NTDB id 221087 BVH74 RS06720 WP 080051648.1 RQVMIEARIVEANVGFDKALGVRWGGNVWMGDR...FTVFGKDGESGVDDDEDASTARFQGRRTL......PVNTPFVDL 517
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RQVMIEARIVEANVGYDKSLGVRWGGAYHKG.N...WSGYGKDGNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDL 523
consensus *!!**!!!!!*** *****!**!!* * *** ** * * * ** * * * * **!

logo

T
G
A
G
V
K
L
T
A
S

D
N
T
A
S
T
P
G
AS
T
A
G
V
S
S
GIGAI

L
F
A
G
F
K
L
L
I
N
T
S
L
M
N
D
S
D
N
A
F
I
I
L
MLDLQELSAMLQEKASETDGNRYAGE I

L
V
V
I SQSTPRKLVI

V
M
S
TSTANDQKEQKATAVKVI ELAKSTGVEQSQE I

VPYQSETASTNSSAGAGSTATSATVTASFAKDKEA
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKA 574
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKA 574
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEA 595
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDA 607
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDA 607
NTDB id 221087 BVH74 RS06720 WP 080051648.1 GVLNS.TSGIGIGFLT.NNAILDLQLSAMESTGNGEVISQPKVVTSDKETAKILKGSEIPYQEASSSGA...TTTAFAEA 592
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GAKDA.TSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEA 598
consensus ** * * *!*** ** * *!!!*!!!** *! *!**!*!*********!** *! **!!!****!*! ****!**!



logo

A
L
VLSLKNEVTPNSQITPDNGQRKVI IQLVMEKDVLKNVDQVIANSTNQKDAETS IVPNADSFYQSTGPYANQMATLQVFPLNGEVALPPTAI LIRINTKKNTNEVIQNATKNI

VLVADNDNGQETVI IV I
LGGI

V
Y
F
A
S
K
E
N
S
Q
D
E
T
Q
K
T
Q
S
M
N
R
K
N
A
G
V
S
I
V
Q
E
N
T
R
K
I
VPFLFGEDI

LP
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELP 653
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELP 653
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLP 674
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIP 686
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIP 686
NTDB id 221087 BVH74 RS06720 WP 080051648.1 VLSLEVTPQITPDNQVIMDVVVTKDEPDFTNTVNGVPTIRKNEVNAKILVADGETIVIGGVFASETQRGQEKVPFLGDLP 672
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELP 678
consensus *!!! !!!*!!!!******* ***!** * *!** **********!!**!*!***!!** ***** * **!!*!**!

logo

Y
V
L
VGI

R
M
LFKSRNRKTRDAITQVSVIKI

S
T
E
L
D
A
N
R
D
K

N
K
T
E
N
QELLVI F ILVTPR IMIVTNDNGQATI

A
L
V
A
I
S

A
G
S
I
R

I
L
T
N
A
G
T
H
I
R
EGREKDVYK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 YVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 221087 BVH74 RS06720 WP 080051648.1 VLGRMFRRDISIDNKTELLIFLTPRIINNGAISLAR......... 708
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
consensus **!**!*** ** **!!!*!*!!!!*** *

X non conserved

X similar

X ≥ 50% conserved


