logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408
453
115
625
1313
1245

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
220960 B4X03 RS04475 WP 021114077.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1

1389
1130
1124
1123
1427
1165
1142
1205
1074
1022

consensus

KW2 RS01765 WP 011675413.1

KZH43 RS08665 WP 001085462.1

SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1

SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1

SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

RS RS02760 WP 011000510.1

A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1

PSJM300 05545 AFN77183.1

ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1

«AQKKK“SK,§K£EE¢iK§fD§E§EKAL@éALKB.

MATKK. .. .. KTNFDDITKKYGA
MAKK..... PKKLEEISKKFGA
MAKK..... PKKLEEISKKFGA
MAKK..... PKKLEEISKKFGA
MAKK..... PKKLEEISKKFGA
MAKK..... PKKLDEISKKFGA
MAKK..... PKKLDEISKKFGA
MAKR. . ...

MAKK..... LKKNEEITKKFG

....... MSKDATKEISAPTDAK
.......... MAKT. .
.MAENKKSSKNNTV. .
.MAENKKSSKNNTV. .
MEDG........ K

* ko |

MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG

MRLG

MRLG

Hhf A5 B

B

A.ANQK

NRNHDI PO DHD DI D

.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.TDTR
.VDTQ
.SKLD
.EVEQ
.QVEK

.QVEK

IEKWNFGKG IM LGENSSAIRY
IEKWNFGKG IM LGNSR

IEKEJFGKGIIM
IEKHFGKGIIM
IEKWNFGKG IM
IEK@MFGKG IMRLG
IEKMNFGKG IMRLG
IEX[NFGKGH MR G

IEKNFGKGEIM
A

k11 skoskokok ok

SV
Qv
Qv
Qv

NN NN NN nkln v KN NN NN n NN

* 1 1%

oLl

SR

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL LD
GSL LD
GSLELD
GS

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSLELD
GSLELD
GSL LD

RN

A

Y
L

gl




logo

NNl o IRESALD P e L) R El e AL

EIYGPESSGKTT B 154
EIYGPESSGKTT AMAQKEGGIIAF IDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANHQxEcGIIAF TDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANk GIIAF IDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANAQxEcGIIAF TDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANk GIIAF IDAEHALDPIAY ATNAL G VN S) 153
EIYGPESSGKTT ANAQxEcGIAF IDAEHALDPIY ATNAL G VN S) 153
EIYGPESSGKTT ANRQxNGGIIAF IDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANHQxcGIIAF IDAEHALDPIAY ATNAL G VN QPD 153
E YGPESSGKTT AINIQENGGAAF IDAEHALDPYAML.GVN ELL SQPD 138
EIYGPESSGKTT ARIQKMcGplA IDAEJA DPESYAWNLGVN D LL SQPD 140
BEIYGPESEGKTT ANAQKMNGGIEAF IDAEHALDPYYY ARJALGVNDELL SQPDJGEQALEIY 152
EIYGPESSGKTT AAeQKNGGY¥AF IDAEHALDRESY ARSNL G VNQD L| SQPDIYGEQALEI) 139
EIYGPESSGKTT AR®QKINGGMAF IDAEHALD|gY ARSILGV J I SQPD GEQALEI)M 141

I

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 220960 B4X03 RS04475 WP 021114077.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1

EIYGPESSGKTT AIGOKINGGAASAF IDAEHALDYRIY AISHLGV ) L SQPD GEQALEI)H 141
EIYGPESSGKTT AJFNQKWGGIWNAF IDAEHARGDIUSIY AINSLG N EL  SQPDYGEQALEIA 148
EIYGPESSGKTT ANAQKQWSNSAF TDAEHALDPYY AIRYLGVNIDELL SQPDRGEQALEI( 156
EIYGPESSGKTT ANEAQOK QNSNS AF TDAEHALDPYYY AIBYLGVNIWDELL SQPDRGEQALEI( 156

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT GAEF DAEHAJDPNY AISL G V]S SQPD GEQALEI( 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHARDPYJY ARSSL G V)Y SQPD GEQALEI 140
NTDB id 1123 0OK783 RS03845 WP 003688695.1 EI GPESSGKTT VGAE DAEHAJDPNUY AL G V]S SQPD GEQALEI( 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INMAFIDAEHALD|ENY ADJISL G V)Y SQPD GEQALEIf 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1205 PSJM300 05545 AFN77183.1

NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
consensus

EI GPESSGKTT SQPD GEQALEI/ 139
EI GPESSGKTT SQPD GEQALEI/ 139
EIYGPESSGKTT RY¥®AF DAEHALDPIYAMMLGVN SQPD GEQALEI N 139
EIYGPESSGKTT e AFIDAEHALDPENYAIIYLGV  DJLL SQPDYGEQALEI/ 139
EIYGPESSGKTT WL e AFIDAEHALDPNYAIS4LGV DNLL SQPDRIGEQALEIJN 139

NN ey e e N T T

g H H HH H



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
220960 B4X03 RS04475 WP 021114077.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1074 ABD1 RS10195 WP 000344167.1
1022 ACIAD RS06390 WP 004925639.1

consensus

|

JIM

50, v LG Sl ol

G MGDSHVGLQAR
GDMGDSHVGLQAR
GDHMGDSHVGLQAR
GDMGDSHVGLQAR
GDHMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSMEGLQAR
GDMGDEHVGLQAR
GDMGDNHVGLQAR
GDMGD{JHVGLQAR
GDMGDS  GLEIAR
GDMGDSH GLQAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD MEGLQAR

MGDSH GLQAR

G

G

G MGD HVGLQAR
G

G MGDSH GLQAR
]

MGDSH GLQAR [
MGDSH GLQAR |8

N N YNy e o

PR

k% x xk kx

NN

A F

Tk |

I

233
232
232
232
232
232
232
232
232
217
219
231
219
221
221
227
235
235
219
219
219
227
218
218
218
218
218



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408
453

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
220960 B4X03 RS04475 WP 021114077.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1074 ABD1 RS10195 WP 000344167.1
1022 ACIAD RS06390 WP 004925639.1

consensus

IR o TGN el Y 15 Vi A

GDNKTQ
DQK
DQK
DQK
DQK
DQK

IMIGSTKIEEGS.
IMGNTQIKGTG.
BIGNTQIKGTG.
IMIGNTQIKGTG.
IMGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IMGNTQIKGTG.
IMGTTQIKGTG.

....L.
....L.
....L.

CGV....
CGV....
TGS....
TGS. ...
TGS....
IGS....
TGA. ...

j=vl=cli=c[i=cji=c = ]=v]i=vli-c -~ J=- =)= v]t-cly=c =c J= - =~]

<<<HHHHHHS<

* 11

*k | %

KQN
KQN
KQN

EP
QH
QH

SLSDTGKIKDKSGEYV
.KDG
.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG

EI
EI
EV

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
A

ﬁKVVKNKVAPPF
A

KVVKNK ARPF

KVVKNKVAPPF
KVVKNK APPF
KVVKNK APPF

DN

e

IM GEGISERGEL
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IHYGEGIS
IMYGEGIS
IMYGEGIS
IMYG GIS

M GEG S
IM GEGIS
IM GEGIS
IMYGEG S
IMYGEGIS
IMYGEGIS

EE T *

OODUOUQUODUOXXRXXXXN XXX N2
< < <

ODOoUopogouooouHHO

SDLDEREKIMA{CTATNEN(K
SDLDESEKIMA{CTANEN(K
SDLDEREKIMA[CTANEN(K
SDLDESEKINA[CTANEN(K
SDLDEREKIMA[CTANEN(K
SDLPEREKIMA[CTANEN(K
SDLGEREQIMA{CTAINEN(N

EANGFIKISS eV NIESSN{D
EANG FpiK|SS[€FNND
WD I TINKMIGAW Y S Y
WD I TINKRIGAWY S YI
WD I TINKBIGAWY S Y

312
311
311
311
311
311
311
311
311
292
294
307
294
296
296
307
310
310
294
294
294
302
293
293
293
293
293



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1 N LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. . . . .
269 KZH43 RS08665 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
228 SPD RS09265 WP 001085462. 1 K IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
194 SPR RS08825 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
159 SP RS09750 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
499 SM12261 RS08315 WP 078228268.1 K IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELEIE
527 SMSK321 RS11065 WP 001085454.1 K IDGEEAAES. .. .KKDE....VAQVDS..VNEEVTLDLGDELEIE
408 SMU RS09530 WP 002262392.1 K IEEDNTEEKQSSKEK. .. .... ETDEK..ADKNLVLELDDTIELE
453 Spy49 1753c ACI62003.1 R LEESEEESAMAVASE. ...... E....... TDDLALDLDNGIEIE
115 BSU 16940 NP 389576.2 Q DNNGVVQQQAEETQEEL .EFE.E. . oottt
625 LCA RS02525 WP 011374196.1 N SDVPEEDLPTTEDE.QI.NILPDDST..... EE.....ouv....
1313 DR RS12030 WP 010888966. 1 MAATRAGNAGEAPALAPAPAAPEAAEA . « o oottt
1245 Cj1673c YP 002345041.1  DK)GNEINCHRISTER A RIK TSR A DR TK ABQNSMEEGN . . . . . ISGSEDDE. .GEE. « st vt e
1211 C694 RS00795 WP 000963128.1 DKIGMEIA(CHE WA LMK K ABANRITLKBMRES IESNEE. . . . . IMPLPDEP. .LEEME. .. ..\ oot
1214 NCTC11637 00359 SQJ03206.1 DKIGNCINERESWNR A LITK /AKX ABANBITLKBRES IMSNEE. . . . . IMPLPDEP. .LEEME. . . ottt
1334 RAOC RS04870 WP 004918236.1 ELEKD AR A KBIEKLQAK . .« oo e e e e e e e e e e e
220960 B4X03 RS04475 WP 021114077.1 N AKIAVRI(ANKIEQEMINTLESNPN . . . . . NLLKATASDSNDESDV..EEFSEEEL...........
1389 A4U84 RS07560 WP 021112712.1 NNANRY LIAENPEINDIA (8l RIESE 350 A SVLKATASDSNDESDV. .EEFSEEEL. ..........
1130 NGFG RS03960 WP 003688695.1  GALGReXn(clom\vEVEBAKIAI3o01S A A KBIALNEMEMH . . . . . ITEGTQDET. .. ... D..GERPEE.............
1124 NGFG RS03960 WP 003688695.1  GALGRCIn[EHR(vIEVIBIK|Ap:3hiS YD A KIBIA L NEMEMH . . . . . ITEGTQDET. .. ... D..GERPEE. ............
1123 0K783 RS03845 WP 003688695.1  GALGREIA(HDN v EvIBIK |3 03o81S YRl A KB A LNEMIEMH . . . . . ITEGTQDET. .. ... D..GERPEE.............

1427 RS RS02760 WP 011000510.1

1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1074 ABD1 RS10195 WP 000344167.1
1022 ACIAD RS06390 WP 004925639.1

..... NTKATPVAEDLADAD. ...

consensus [ * kkkk ok * * %

I...

DEEL Q éENééézLgguﬁélegilE§§¢B§$Ek%*gﬂﬁﬁ¥ﬁEﬁ?F5§§§EEﬁE§EXE§EEQE%YEEE¥:LDLDDELEJE

..... GAVTLA.EEVEED. ... ... .,
..... MQLIAETSSAADDVEF..GAVPEEF............
..... MQLTAETSSAADDVEF..GAVPEEF............

387
385
385
385
385
381
381
382
377
348
355
363
343
347
347
343
372
372
348
348
348
352
354
354
347
349
349



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1211 C694 RS00795 WP 000963128.1 C 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 . 343
NTDB id 220960 B4X03 RS04475 WP 021114077.1 ... 372
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1205 PSJM300 05545 AFN77183.1 C 347
NTDB id 1074 ABD1 RS10195 WP 000344167.1 o 349
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R 349
consensus

X non conserved
B similar
> 507 conserved



