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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 220674 BVH73 RS06610 WP 079417221.1 MSLAQVASRALLGMEAPPVTVEVHLSPGLPGFTIVGLPEAEVREARDRVRSALLNSGLGFPSNKRIVVNLAPADLPKESG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAR.....EEGFKGIILPKQNTREAAIVNDLE 152
NTDB id 220674 BVH73 RS06610 WP 079417221.1 RFDLPIAIGLLAAQGLIPAGRLQGHTFAGELSLTGELRPTRGALAMACALASQRPEAGDDLRLVLPQQSAEEAALAQAAT 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAA......HKDNQHLIIANANAAEASLTGHQK 153
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAA......HKDNQHLIIANANAAEASLTGHQK 153
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAA......NKKQRHLVVPHANGDQAALVGKEQ 153
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAA......NQVERCLVVPHSNGDQAALVGVER 153
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAA......QKSKRELIIAKQNANEASLVSDQN 153
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAA......SKAKREIIVPQQNANEVSLVSNTQ 153
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAK 232
NTDB id 220674 BVH73 RS06610 WP 079417221.1 VLGARDLLQVVAYLLEQDGAAQRV...TAAATTLAHASGPDMAEVRGHSAAKRALEIAAAGGHHVLMVGPPGSGKSMLAQ 237
NTDB id 1271 LPP RS03220 WP 011213198.1 VFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAK 229
NTDB id 1248 GCO85 RS03150 WP 011213198.1 VFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAK 229
NTDB id 1397 DSB67 RS15690 WP 005535577.1 HKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLAS 229
NTDB id 1153 A1552VC RS00115 WP 000521788.1 HKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLAS 229
NTDB id 1349 HI 1117 AAC22771.1 TYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLAS 233
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLAS 232
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGS.YPQPGEISLAHNGVLFLDEMPEF 311
NTDB id 220674 BVH73 RS06610 WP 079417221.1 RFVGLLPPLTREQALESASVLSLVGR.FD.PAQWGRRFVRSPHHTASAVALVGGGAGTIRPGEISLATHNLLFLDELPEF 315
NTDB id 1271 LPP RS03220 WP 011213198.1 RFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGN.PPKPGEISLAHHGVLFLDELPEF 307
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGN.PPKPGEISLAHHGVLFLDELPEF 307
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RLCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGS.VPRPGEISLAHNGLLFLDEMPEF 307
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RLCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGT.IPRPGEISLAHNGLLFLDEMPEF 307
NTDB id 1349 HI 1117 AAC22771.1 RLTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGT.IPKPGEISLATNGVLFLDELPEF 311
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RLADLLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGGGS.IPKPGEISLAHNGVLFLDELPEF 310
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NTDB id 1323 RA0C RS07335 WP 004916218.1 KRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIHIE 390
NTDB id 220674 BVH73 RS06610 WP 079417221.1 DRAVLESLREPLETGRIHISRAARQAEFPAQFQLIAAMNPCPCGYLGHATRACRCTPDQIARYQGRISGPLLDRIDIQVE 395
NTDB id 1271 LPP RS03220 WP 011213198.1 NRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVT 387
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVT 387
NTDB id 1397 DSB67 RS15690 WP 005535577.1 DRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSLE 385
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSIE 385
NTDB id 1349 HI 1117 AAC22771.1 ERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIE 389
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSIE 388
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSAR 468
NTDB id 220674 BVH73 RS06610 WP 079417221.1 VGAIAPETLLQL..PQGETSAQIATRVAAAAEVQIARQG....VRNAQLQGAELDAHCVLDPAGSAFLSQAMTRLGASSR 469
NTDB id 1271 LPP RS03220 WP 011213198.1 IHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSAR 463
NTDB id 1248 GCO85 RS03150 WP 011213198.1 IHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSAR 463
NTDB id 1397 DSB67 RS15690 WP 005535577.1 IPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIR 460
NTDB id 1153 A1552VC RS00115 WP 000521788.1 IPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIR 460
NTDB id 1349 HI 1117 AAC22771.1 VPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVR 464
NTDB id 1387 A4U84 RS06900 WP 020457569.1 VPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVR 464
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 220674 BVH73 RS06610 WP 079417221.1 QAHRVLRLARTIADLAGVQSIALNHLAEALQLRRALAQA........ 508
NTDB id 1271 LPP RS03220 WP 011213198.1 GYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1397 DSB67 RS15690 WP 005535577.1 AYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 AYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1349 HI 1117 AAC22771.1 AYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 AYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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