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NTDB id 1111 NGFG RS09220 WP 003689814.1 MSD....LSVLSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPLTD........DESRTFNLMKPDS 68
NTDB id 220619 BVC89 RS09635 WP 086930994.1 ....MTYLTWINELFVFFSLIIGLLVGSFLNVVAYRLPLSLFSDWHQQARDILIEKGEIKVGQLKDMGEDTTFNIAYPAS 76
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPI........IDHERLTLNKPAS 72
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPI........IDHEKLTLSKPAS 72
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .MEVFQYY...PWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKIE........PPKETLTLSVPRS 68
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .MELFYFY...PWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGIT........PPEGKLTLSLPRS 68
consensus ** ** * ***!**!!!!!!!*!!*!**** *! ** * * *** ! !

logo

C
H
T
SCQPHKQACGHKRQVQTQP IKRAIPVWI

R
W
Y

H
D
QNIP I

L
V
L
V
I SYWI

L
FAV
LLKRGQKCASGHNSYHCGKQTHAHKP INSAIRYP I

A
L
V
I EFLVLTAGMF

V
L
M
L
C
F
T
S
A
G
L
L
F
V
I
VA
V
F
S
T
W
M

H
Q
V

M
Y
F
P
G
L
W
F
P

G
T
S
W
Y
I
V

A
I
F
Q

A
S
M
T

G
V
L
G
A
F
A
L
G
V
L
F
I
V

F
L
S
T
A
F
Y
W
F
S
VL I SAALTLF ID

NTDB id 1111 NGFG RS09220 WP 003689814.1 CCPKCRVPIRAWQNIPIVSYL.LLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTFID 147
NTDB id 220619 BVC89 RS09635 WP 086930994.1 HCPACKTPIKPWHNIPVISYIFLLKGKCHYCGAHISARYPIVEFVTGLLTAFVVSQMGLSVASGFAVILTWSLIALTLID 156
NTDB id 1061 ABD1 RS18470 WP 001152280.1 SCPACQQPIRWYQNIPVISWL.VLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFID 151
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 SCPACHQPIRWYQNIPLISWL.VLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFID 151
NTDB id 1403 DSB67 RS12675 WP 010643256.1 SCQQCGTQIRIRDNIPVISWL.LLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATFID 147
NTDB id 1170 A1552VC RS11080 WP 000418747.1 TCPHCQTPIRVIDNIPLLSWL.ALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFID 147
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NTDB id 1111 NGFG RS09220 WP 003689814.1 ADTQYLPDSMTLPLIWLGLIFNLDGGF.VPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGISA 226
NTDB id 220619 BVC89 RS09635 WP 086930994.1 IDHQLLPDDITYPLLWLGIIANLFGTF.TSLNDAIIGAISGYLFLWSIYWIFKLITKKEGMGYGDFKLLAALGAWMGWQA 235
NTDB id 1061 ABD1 RS18470 WP 001152280.1 FDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLM 230
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 FDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLM 230
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LDTMLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQS 227
NTDB id 1170 A1552VC RS11080 WP 000418747.1 FDTLLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQQ 227
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NTDB id 1111 NGFG RS09220 WP 003689814.1 LPVLIFVSSLIGLVAAIVM....RVAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 220619 BVC89 RS09635 WP 086930994.1 LPLIVILSSLVGAIIGICGILIYGKDKNKPIPFGPYLAIAGWIAFLWGDFIL...SSYLQMLKLN.. 297
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQIM...KIYLGG...... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQIM...KIYLGG...... 286
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQIL...NWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKVI...DWYFTTWVGQPL 291
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