logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

220432 B4W66 RS04980 WP 002984519.1

258
217
183
147
362
413
374
606
471

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

220432 B4W66 RS04980 WP 002984519.1

258
217
183
147
362
413
374
606
471

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

220432 B4W66 RS04980 WP 002984519.1

258
217
183
147
362
413
374
606
471

consensus

KZH43 RS03475 WP 000590640.1
SPD RS03775 WP 000590640.1
SPR RS03560 WP 000590640.1

SP RS03905 WP 000590640.1

SMU RS05200 WP 002262214.1
AAK55817.1 141..845( )

SMU RS06885 WP 002262930.1
V4T04 RS01910 WP 003130756.1
HSISS4 RS01430 WP 002883757.1

KZH43 RS03475 WP 000590640.1
SPD RS03775 WP 000590640.1
SPR RS03560 WP 000590640.1

SP RS03905 WP 000590640.1

SMU RS05200 WP 002262214.1
AAK55817.1 141..845( )

SMU RS06885 WP 002262930.1
V4T04 RS01910 WP 003130756.1
HSISS4 RS01430 WP 002883757.1

KZH43 RS03475 WP 000590640.1
SPD RS03775 WP 000590640.1
SPR RS03560 WP 000590640.1

SP RS03905 WP 000590640.1
SMU RS05200 WP 002262214.1
AAK55817.1 141..845( )

SMU RS06885 WP 002262930.1
VAT04 RS01910 WP 003130756.1
HSISS4 RS01430 WP 002883757.1

KRBk s oropr o vetbsL DL L R el R

.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI
AFDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI
AFDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI

NEDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI
AFDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI

MTSK)GNE .
.MSKRERRRADEK NINER F\USLELQH GYHMVTAD ¢ RINGNEMINL EKDEINRRNMIRIINAN MBI TRRINOEE . KDENY

* I % | % % * % % % 5k 3k k %k Xk k kkkkk |k | %% skokskosk Do Do DL LD Dok Dok |k 5k 5k 3k %k k %k %k kK k %k

o AL R B Rloh e YLl

LIA&E LF /A #V gk LANVE L ébKE@Eg EEEE@SK.Q 1 @LL:R?gIvKﬁﬁKég
MTAKE{LDDKGHGFELGADDYLTKPFYLEELKMRIQALLKR GKEFJ\ )i QWAAYDINARKEYAQAAGKV
MTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN
MTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN|

MTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN
MTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN

MTAKE@LDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN

Doskskskskok Doskosksk Dskskok DL DD Dok D Dskskosk | lskosk |oskosk |oskoskosk | oskoskosk sk sk k ok %ok sk sk kk >k 5k ok 5k >k >k %k >k >k %k k %

VL AL Lot sk o B bl e o

VELLGKEFDLLVYLLQNQNVILPKTQIFDRLWGFDSDTTISVVEVY SK RKKLKETRHMEFIRLQTLRSVGY
VELLGKEFDLLVYRLONQNVILPKTQIFDRLWGFDSDTTISVVEVYVSK BF ENLQTLRSVGY
VELLGKEFDLLVYRLONQNVILPKTQIFDRLWGFDSDTTISVVEVYVSK BF ENLQTLRSVGY
VELLGKEFDLLVYRLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSK NF ENLQTLRSVGY
VELLGKEFDLLVYRLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSK BF ENLQTLRSVGY

VELLGKEFDLLVYRLQNQNVILPK QIFDR WGEFDSDTTISVVEVYVSK BNLQTLRSVGY

L
L

* % |k ok ok | 11 skook ok ok ok ok ok ok ok ok ok ok ok ok ok sk sk okok | skokoskokoskokokokokok |k D skokokokok |k | kok sokokokokok Dok Dokok | Dskokokk

X non conserved
B similar
> 507 conserved

147
147
147
147
147
147
156
157
153
1563

224
224
224
224
224
224
234
235
230
229



