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MMELYQRGTDEWTYQRAHRVQDFEACKRAQAMEFHLSFLAPNDLEPPYEGKLVQATIPENTIVIPKDPADHDKEEREKLSEGRTRTKFILNTLMNSLVK
NTDB id 1111 NGFG RS09220 WP 003689814.1 ............MSDLSVLSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPLT...DDESRTFNLMK 65
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ............MEVFQYYPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKIEPP...KETLTLSV 65
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ............MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGITPP...EGKLTLSL 65
NTDB id 22024 CPS RS19940 WP 011045178.1 MLDKFYSLFNHINMLFQELPTFFYITVALISLAIGSFLNVVIYRTPKMMEYTWYHDCREFLADEVANVKAKRLTKITLSK 80
NTDB id 1061 ABD1 RS18470 WP 001152280.1 ........MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPIIDHE...RLTLNK 69
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 ........MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPIIDHE...KLTLSK 69
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NTDB id 1111 NGFG RS09220 WP 003689814.1 PDSCCPKCRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTF 145
NTDB id 1403 DSB67 RS12675 WP 010643256.1 PRSSCQQCGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATF 145
NTDB id 1170 A1552VC RS11080 WP 000418747.1 PRSTCPHCQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATF 145
NTDB id 22024 CPS RS19940 WP 011045178.1 PDSTCPNCDHKIRFYENIPVLSWLLLKGKCSQCTNNISARYPIIELSTMVLSLIVAQHFGATISTLWVLLLTWCLITLTM 160
NTDB id 1061 ABD1 RS18470 WP 001152280.1 PASSCPACQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTF 149
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 PASSCPACHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTF 149
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NTDB id 1111 NGFG RS09220 WP 003689814.1 IDADTQYLPDSMTLPLIWLGLIFNLDGGF.VPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGI 224
NTDB id 1403 DSB67 RS12675 WP 010643256.1 IDLDTMLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGW 225
NTDB id 1170 A1552VC RS11080 WP 000418747.1 IDFDTLLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGW 225
NTDB id 22024 CPS RS19940 WP 011045178.1 IDFDHMLLPDQITLPLLWLGLLININGTF.IPLPDAVIGAAVGYMSLFSVFWLFKVITGKEGMGYGDFKLFAVFGAWIGW 239
NTDB id 1061 ABD1 RS18470 WP 001152280.1 IDFDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGP 228
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 IDFDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGP 228
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NTDB id 1111 NGFG RS09220 WP 003689814.1 SALPVLIFVSSLIGLVAAIVMR....VAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1403 DSB67 RS12675 WP 010643256.1 QSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQILN...WYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 QQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKVID...WYFTTWVGQPL 291
NTDB id 22024 CPS RS19940 WP 011045178.1 QLLPILILMASVVGAIVGITLMLFKNHQREQGIPFGPYLAVAGWITLLWGDGIWS...WYLQKIL.... 301
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LMLPLIVLLSSLLGAIIGIILLKLRN..DNQPFAFGPYIAIAGWVAFLWGDQIMK...IYLGG...... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LMLPLIVLLSSLLGAIIGIILLKLRN..DNQPFAFGPYIAIAGWVAFLWGDQIMK...IYLGG...... 286
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