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NTDB id 1168 A1552VC RS11070 WP 000957200.1 LLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAI 267
NTDB id 1293 VP RS12240 WP 005479695.1 LLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAI 276
NTDB id 22022 CPS RS19930 WP 011045176.1 LLDAIKKGASDLHFEPYEKSFRIRFRIDGILSEIARP.PVSLSSRMAARLKVMSKLDIAERRVPQDGRIKLALSK.KKSI 269
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NTDB id 22022 CPS RS19930 WP 011045176.1 DFRVSTLPTMWGEKVVMRILDSSSAMLGIDMLGYEPAQKKIYMEALEQPQGMILVTGPTGSGKTVSLYTGLNILNTQERN 349
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