
logo MIKNNKYI
S
F
H
I
RRES ITASSLRAARSEQMMRGHSEQSSSLSACAQRSTKSLSARFRLVNTPRARSGFTLVELLVAIA I FA I

VLSLLGWKI
VFDYLLKVRDR

NTDB id 220092 OTEC02 RS10290 WP 081174157.1 MINNKYSFRRETSSLAARSEQMMRGHSEQSSSSCAQTKLRFVNPRSGFTLVELLVAIAIFAILSLLGWKVFDYLLKVRDR 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASR.................LAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDR 63
consensus !! !!! * ! ! ***************** *! * * * !!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!

logo NAEQHEVHQLFELQDAYQQI
VLRDSTLQI IPLSANQGGQLHPALE I

LDNQI
VLRFSKAGVTDPLKQGLSPFER I EYRYDAPDQKKLY

NTDB id 220092 OTEC02 RS10290 WP 081174157.1 NAQHEVQLFELQDAYQQVLRDSLQIIPLSANQGGQLHPALELDNQVLRFSKAGVTDPLKQGLSPFERIEYRYDPDQKKLY 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 NAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLY 143
consensus !! !!!*!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo RLKYSTNLNTSNKREQPLSSTLLSQVDEQFYEQI
V
I
MVLTPQEVTKRWPE I

VNI
LDPTKPENEFLKRKLPKGI

VKIQLTVAGVNSYEWIYSLNQG
NTDB id 220092 OTEC02 RS10290 WP 081174157.1 RLKYSNLNTSNKEQPLSSTLLSQVEQFEVIVLTPQEVTRWPEINLDPTKPEEFRKLPKGVKIQLTVAGVSYEWIYSLNQG 240
NTDB id 1076 ABD1 RS08075 WP 000594585.1 RLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQG 223
consensus !!!!*!!!!!!*!!!!!!!!!!!!*!* **!!!!!!!!*!!!*!*!!!!! ! *!!!!!*!!!!!!!!! !!!!!!!!!!

logo

D
NLSLSKQEGGNSV

NTDB id 220092 OTEC02 RS10290 WP 081174157.1 NLSLSKEGGV 250
NTDB id 1076 ABD1 RS08075 WP 000594585.1 DLSLSQEGNS 233
consensus !!!! !!

X non conserved

X similar

X ≥ 50% conserved


