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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 22009 CPS RS04130 WP 011041773.1 ..MAGVNKVIIVGNLGKDPEVRFMPNGGAVANITVATSDSWKDKQTGEQKDKTEWHRVVMFGKLAEIAGEYLKKGSKVYL 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEE.GYGQSQ....................EAYQR 131
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDE.GYGQSQ....................EAYQR 131
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAP...AQTNYNQGGYSDNYAQNNNF.. 149
NTDB id 22009 CPS RS04130 WP 011041773.1 EGSLQTRKWTNQQGQDQYTTEIVLQGFNGVMQMLDGKSSQGQGGGFANQGQQQSGGFQQQAPQQSGGFSNQPAQQGGFSN 158
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG...MPAQ.....GG............MNVPAQQGSWGQ 140
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NTDB id 1103 NMB RS07590 WP 002212976.1 PAQQSRQPAS..........................DAPSHPQEAPA......APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PAQQSRQPAP..........................DAPSHPQEAPA......APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ....................................NGGNATRP........QPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 22009 CPS RS04130 WP 011041773.1 QGQQAKAPAQQGGFAPQQQAPAQQGGFAPQQQAPAQQGGFAPQQAPAQQGGYQQQQAPKVNPQEPSIDFDDDIPF 233
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PQQPA..............................K......QHQPMQQSAPQ..QYSQPQYNEPPMDFDDDIPF 177
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