
logo MAHQSF IVSNWKEQQRGFTL I EL IMVALALGL I LVAAATQLF IGGLLSSRLQKANAE IQDSGI FGLEYI
MARDIRLLNYGNVTVNP I

QL
NTDB id 220079 OTEC02 RS01645 WP 081172671.1 MAHSFVSWKQRGFTLIELMVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYIARDIRLLNYGNVTNPIL 80
NTDB id 1066 ABD1 RS15740 WP 000079197.1 MAQSFISNKEQGFTLIELIVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYMARDIRLLNYGNVVNPQL 80
consensus !!*!!*! ! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !! !

logo TDTTPWGGI
VVLTGSTAI

TNANNNI
VNF IVPKNVDGTNTYIAPENATLLSRGAGDTVSTVNSNHWKGLSNIQNSSNAAEVQSDQLTIQF IASP

NTDB id 220079 OTEC02 RS01645 WP 081172671.1 TDTTPWGGVVLTGSTAINNNNVNFVPNVGTNTYIANTLLSRGAGDTVSTVSNHWKGLSNIQNSSNAAVQSDQLTIQFISP 160
NTDB id 1066 ABD1 RS15740 WP 000079197.1 TDTTPWGGIVLTGSTATNANNINFIPKVDTNTYIPEALLSRGAGDTVSTVNNHWKGLSNIQNSSNAEVQSDQLTIQFIAP 160
consensus !!!!!!!!*!!!!!!! ! !!*!!*! ! !!!!!* !!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!! !

logo TNMTNCEGVNVLAGDL IVEQRYFLRLVDNSNGSSQQDYALACDANTPAS IVSVATAQPDTI
T
I
V
A
NGLGDAGQI IVLPR IDHFHVLFLGAKN

NTDB id 220079 OTEC02 RS01645 WP 081172671.1 TNMTNCEGVNVLAGDLIVERYFLRLDSNGSSQQDYALACDANTPSIVATAQPTTIAGLGDAGQIVLPRIDHFHVLFGAKN 240
NTDB id 1066 ABD1 RS15740 WP 000079197.1 TNMTNCEGVNVLAGDLIVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQIILPRIDHFHVLLGAKN 240
consensus !!!!!!!!!!!!!!!!!! !!!!!*! !!!!!!!!!!!!!!!!! * !!!!! * !!!!!!!!*!!!!!!!!!! !!!!

logo AAGNFAYYTIPQYRAVAAQAARDASTPASVAMAPPR I LS IQI SVLARSTNNAQNSKAIDPENQSFFLMLDQNTVHAASDNSRTTRFLRRTVYNS
NTDB id 220079 OTEC02 RS01645 WP 081172671.1 AAGNFAYYTIPQYRAAAQAARDATPSVMPPRILSIQISVLARSTNNAQSKAIDPEQSFFMLDQTVHASDSTTRFLRRTYN 320
NTDB id 1066 ABD1 RS15740 WP 000079197.1 AAGNFAYYTIPQYRVAAQAARDASPAVAAPRILSIQISVLARSTNNAQNKAIDPNQSFLMLDQNVHAADNRTRFLRRVYS 320
consensus !!!!!!!!!!!!!! !!!!!!!!*! ! *!!!!!!!!!!!!!!!!!!! !!!!! !!! !!!! !!! ! !!!!!! !

logo

L
VTIALRNAMGESTI

L

NTDB id 220079 OTEC02 RS01645 WP 081172671.1 LTIALRNAMGESL 333
NTDB id 1066 ABD1 RS15740 WP 000079197.1 VTIALRNAMGETI 333
consensus *!!!!!!!!!!**

X non conserved
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X ≥ 50% conserved


